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<120-> TRANSPORTERS AND ION CHANNELS 

<130> PF-1397 PCT 

<140> To Be Assigned 
<141> Herewith 

<150> US 60/368,840 
<151> 2002-03-28 

<150> US 60/375,637 
<151> 2002-04-26 

<160> 118 

<170> PERL Program 

<210> 1 

<211> 195 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7509332CD1 

<400> 1 

Met Asp Met Ala Trp Gin Met Met Gin Leu Leu Leu Leu Ala Leu 
15 10 15 

Val Thr Ala Ala Gly Ser Ala Gin Pro Arg Ser Ala Arg Ala Arg 

20 25 30 

Thr Asp Leu Leu Asn Val Cys Met Asn Ala Lys His His Lys Thr 

35 40 45 
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Gin 


Pro Ser Pro 


Glu 


Asp 


Glu 


Leu Tyr Gly Gin Cys 


Ser 


Pro 


Trp 






50 








55' 






60 


Lvs 


Lys Asn Ala 


Cys 


Cys 


Thr 


Ala 


Ser Thr Ser Gin 


Glu 


Leu 


His 






65 








70 






75 


Lys 


Asp Thr Ser 


Arg 


Leu 


Tvr 


Asn 


Phe Asn Trp Asp 


His 


Cys 


Glu 






80 








85 






90 




Tro Tro Glu 


Asp 


Cvs 


Arcr 


Thr 


Ser Tyr Thr Cys 


Lys 


Ser 


Asn 






95 








100 






105 




His Lvs Glv 


Tro 


Asn 


Tro 


Thr 


Ser Gly lie Asn 


Glu 


Cys 


Pro 






110 








115 






120 


Ala 


Glv Ala Ijeu. 


Cys 


Ser 


Thr 


Phe 


Glu Ser Tyr Phe 


Pro 


Thr 


Pro 






125 








130 






135 


Ala. 


Al_a Leu Cvs 


Glu 


Glv 


Leu 


Tro 


Ser His Ser Phe 


Lys 


Val 


Ser 






140 








145 






150 


Asn 


Tyr Ser Arg 


Gly 


Ser 


Gly 


Arg 


Cys lie Gin Met 


Trp 


Phe 


Asp 






155 








160 






165 


Ser 


Ala Gin Gly 


Asn 


Pro 


Asn 


Glu 


Glu Val Ala Lys 


Phe 


Tyr 


Ala 






170 








175 






180 


Ala 


Ala Met Asn 


Ala 


Gly 


Ala 


Pro 


Ser Arg Gly lie 


XI e Asp 


Ser 






185 








190 






195 



<210> 2 

<211> 138 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7509102CD1 

<400> 2 



Met 


Gly 


Pro 


Ser 


Cys 


Pro 


Val Phe Leu Ser Phe Thr 


Lys Leu Gly 


1 








5 




10 


15 


Leu 


Trp 


Trp 


Leu 


Leu 


Leu 


Thr Pro Ala Gly Gly Glu Glu Ala Lys 










20 




25 


30 


Arg 


Pro 


Pro 


Pro 


Arg 


Ala 


Pro Gly Asp Pro Leu Ser 


Ser Pro Ser 










35 




40 


45 


Pro 


Thr 


Ala 


Leu 


Pro 


Gin Gly Gly Ser His Thr' Glu 


Thr Glu Asp 










50 




55 


60 


Arg 


Leu 


Phe 


Lys 


His 


Leu Phe Arg Gly Tyr Asn Arg Trp Ala Arg 










65 




70 


75 


Pro 


Val 


Pro 


Asn 


Thr 


Ser 


Asp Val Asp Glu Lys Asn 


Gin Met Met 










80 




85 


90 


Thr 


Thr 


Asn 


Val 


Trp 


Leu 


Lys Gin Glu Trp Ser Asp 


Tyr Lys Leu 










95 




100 


105 


Arg 


Trp 


Asn 


Pro 


Thr 


Asp 


Phe Gly Asn He Thr Ser 


Leu Arg Val 










110 




115 


120 


Pro 


Ser 


Glu 


Met 


He 


Trp 


He Pro Asp He Val Leu 


Tyr Asn Lys 










125 




130 


135 


Thr 


Ala 


Arg 













<210> 3 
<211> 355 
<212> PRT 
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<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 7509132CD1 



<400> 3 



Met Ser Trp Arg Cys Trp Gly Ala Ala Ser 


Trp Ala 


Trp 


Pro 


Met 


1 




5 




10 








15 


Leu Leu Pro 


Pro 


Met 


Lys Cys 


Ser Ser Leu 


Asp Asp 


Ser 


Ser 


Leu 






20 




25 








30 


Ala Pro Thr Gin Val Leu Gly Leu Glu Ser Leu Leu Gly Tlxr Ala 






35 




40 








45 


Ser Leu Trp 


Pro Leu Leu Leu Gly Leu Thr Val Leu 


Pro 


Ala 


Leu 






50 




55 








60 


Leu Gin Leu 


Val 


Leu 


Leu Pro 


Phe Cys Pro 


Glu Ser 


Pro 


Arg 


Tyr 






65 




70 








75 


Leu Tyr lie 


He Gin Asn Leu Glu Gly Pro 


Ala Arg 


Lys 


Ser 


Leu 






80 




85 








90 


Lys Arg Leu Thr Gly Trp Ala Asp Val Ser 


Gly Val 


Leu 


Ala 


Glu 






95 




100 








105 


Leu Lys Asp 


Glu 


Lys 


Arg Lys 


Leu Glu Arg 


Glu Arg 


Pro 


Leu 


Ser 






110 




115 








120 


Leu Leu Gin Leu Leu Gly Ser Arg Thr His Arg Gin 


Pro 


Leu 


He 






125 




130 








135 


He Ala Val 


Val 


Leu 


Gin Leu 


Ser Gin Gin 


Leu Ser 


Gly 


He 


Asn 






140 




145 








150 


Ala Val Phe 


Tyr 


Tyr 


Ser Thr 


Ser He Phe 


Glu Thr 


Ala 


Gly Val 






155 




160 








165 


Gly Gin Pro 


Ala 


Tyr 


Ala Thr 


He Gly Ala Gly Val 


Val 


Asn 


Thr 






170 




175 








180 


Val Phe Thr 


Leu 


Val 


Ser Val 


Leu Leu Val 


Glu Arg 


Ala 


Gly Arg 






185 




190 








195 


Arg Thr Leu 


His 


Leu Leu Gly Leu Ala Gly Met Cys 


Gly 


Cys 


Ala 






200 




205 








210 


He Leu Met 


Thr 


Val 


Ala Leu 


Leu Leu Leu 


Glu Arg 


Val 


Pro 


Ala 






215 




220 








225 


Met Ser Tyr 


Val 


Ser 


He Val 


Ala He Phe 


Gly Phe 


Val 


Ala 


Phe 






230 




235 








240 


Phe Glu He 


Gly Pro Gly Pro 


He Pro Trp 


Phe He 


Val 


Ala 


Glu 






245 




* 250 








255 


Leu Phe Ser 


Gin Gly 


Pro Arg 


Pro Ala Ala 


Met Ala 


Val 


Ala 


Gly 






260 




265 








270 


Phe Ser Asn 


Trp 


Thr 


Ser Asn 


Phe He He 


Gly Met 


Gly 


Phe 


Gin 






275 




280 








285 


Tyr Val Ala 


Glu 


Ala 


Met Gly 


Pro Tyr Val 


Phe Leu 


Leu 


Phe 


Ala 






290 




295 








300 


Val Leu Leu 


Leu Gly 


Phe Phe 


He Phe Thr 


Phe Leu 


Arg 


Val 


Pro 






305 




310 








315 


Glu Thr Arg 


Gly Arg 


Thr Phe 


Asp Gin He 


Ser Ala 


Ala 


Phe 


His 






320 




325 








330 


Arg Thr Pro 


Ser 


Leu 


Leu Glu 


Gin Glu Val 


Lys Pro 


Ser 


Thr 


Glu 






335 




340 








345 


Leu Glu Tyr 


Leu 


Gly 


Pro Asp 


Glu Asn Asp 














350 




355 
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<210> 4 

<211> 380 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7509136CD1 

<400> 4 



Met 


Ser 


Thr 


Lys 


Val 


Tyr 


Leu 


Asp 


Leu Glu Trp Thr Asp Tyr Arg 


1 








5 










10 






15 


Leu 


Ser 


Trp 


Asp 


Pro 




^xu 


His 


Asp 


Gly 


He 


Asp Ser 


Leu Arg 










20 










25 






30 


He 


Thr 


Ala 


Glu 


Ser 


V CL J. 


xrp 


Leu 


Pro Asp Val Val Leu 


Leu Asn 










35 










40 






45 


Asn Asn Asp 


Gly Asn 




TV 


Val 


Ala 


Leu 


Asp 


He Ser 


Val Val 










50 










55 






60 


Val 


Ser 


oer 


Asp Gly 


Ser 


vax 


Arg 


Trp 


Gin 


Pro 


Pro Gly He Tyr 










65 










70 






75 


Arg 


Ser 


Ser 


Cys 


Ser 


J-Xe 




Val 


Thr 


Tyr 


Phe 


Pro Phe 


Asp Trp 










80 










85 






90 


Gin Asn 


Cys 


Tlir 


Met 


vax 


irne 


Ser 


Ser 


Tyr 


Ser Tyr Asp 


Ser Ser 










95 










100 






105 




vaj. 


Ser 


Leu 


Gin 


inr 


v»xy 


Leu Gly Pro Asp Gly Gin Gly His 










110 










115 






120 


cxn 


V7±U 




His 


He 


IT'S e 

nXS 


larXU 


Gly Thr 


Phe 


He 


Glu Asn Gly Gin 










125 










130 






135 


Trp 


Glu 




He 


His 


Lys 


Pro 


Ser 


Arg 


Leu 


He 


Gin Pro 


Pro Gly 










140 










145 






150 


Asp 


Pro 


Arg 


Gly Gly 


Arg 


VvXU 


Gly Gin Arg 


Gin 


Glu Val 


He Phe 










155 










160 






165 


Tyr 


Leu 


±xe 


He 


Arg 


Arg 


Lys 


Pro 


Leu 


Phe 


Tyr 


Leu Val 


Asn Val 










170 










175 






180 


He 


Ala 


Pro 


Cys 


He 


Leu 


xxe 


Thr 


Leu 


Leu 


Ala 


He Phe 


Val Phe 










185 










190 






195 


Tyr 


Leu 


Pro 


Pro 


Asp 


AX a 


'XT a 1 

vax 


He 


Leu 


Ser 


Val 


Val Val 


Leu Asn 










200 










205 






210 


Leu 


His 


His 


Arg 


Ser 


Pro 


rixs 


Thr 


His 


Gin 


Met 


Pro Leu Trp Val 










215 










220 






225 


Arg 


Gin 


He 


Phe 


He 


His 


Lys 


Leu 


Pro 


Leu 


Tyr 


Leu Arg 


Leu Lys 










230 










235 






240 


Arg 


Pro 


Lys 


Pro 


Glu 


Arg 


Asp 


Leu 


Met 


Pro 


Glu 


Pro Pro 


His Cys 










245 










250 






255 


Ser 


Ser 


Pro 


Gly 


Ser 


Gly 


Trp 


Gly Arg 


Gly Thr 


Asp Glu 


Tyr Phe 










260 










265 






270 


He 


Arg 


Lys 


Pro 


Pro 


Ser 


Asp 


Phe 


Leu 


Phe 


Pro 


Lys Pro 


Asn Arg 










275 










280 






285 


Phe 


Gin 


Pro 


Glu 


Leu 


Ser 


Ala 


Pro 


Asp 


Leu 


Arg 


Arg Phe 


He Asp 










290 










295 






300 


Gly 


Pro 


Asn 


Arg 


Ala 


Val 


Ala 


Leu 


Leu 


Pro 


Glu 


Leu Arg 


Glu Val 










305 










310 






315 


Val 


Ser 


Ser 


He 


Ser 


Tyr 


He 


Ala 


Arg 


Gin 


Leu 


Gin Glu 


Gin Glu 










320 










325 






330 


Asp 


His 


Asp 


Ala 


Leu 


Lys 


Glu 


Asp 


Trp 


Gin 


Phe 


Val Ala 


Met Val 










335 










340 






345 
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Val Asp Arg Leu Phe 
350 

Gly Thr Leu Val lie 
365 

Pro Asp Pro Phe Pro 
380 



Leu Trp Thr Phe He 
355 

Phe Leu Asp Ala Thr 
370 



He Phe Thr Ser Val 
360 

Tyr His Leu Pro Pro 
375 



<210> 5 
<211> 375 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7509178CD1 



<400> 5 

Met Glu Pro Trp Pro Leu Leu Leu Leu Phe Ser Leu Cys Ser Ala 
15 10 15 

Gly Leu Val Leu Gly Ser Glu His Glu Thr Arg Leu Val Ala Lys 
20 25 30 

Leu Phe Lys Asp Tyr Ser Ser Val Val Arg Pro Val Glu Asp His 
35 40 45 

Arg Gin Val Val Glu Val Thr Val Gly Leu Gin Leu He Gin Leu 
50 55 60 

He Asn Val Asp Glu Val Asn Gin He Val Thr Thr Asn Val Arg 
65 70 75 

Leu Lys Gin Asn Cys Ser Met Lys Leu Gly Thr Trp Thr Tyr Asp 
80 85 ' . 90 

Gly Ser Val Val Ala He Asn Pro Glu Ser Asp Gin Pro Asp Leu 
95 100 105 

Ser Asn Phe Met Glu Ser Gly Glu Trp Val He Lys Glu Ser Arg 

110 115 120 

Gly Trp Lys His Ser Val Thr Tyr Ser Cys Cys Pro Asp Thr Pro 

125 130 135 

Tyr Leu Asp He Thr Tyr His Phe Val Met Gin Arg Leu Pro Leu 

140 145 150 

Tyr Phe He Val Asn Val He He Pro Cys Leu Leu Phe Ser Phe 

155 160 165 

Leu Thr Gly Leu Val Phe Tyr Leu Pro Thr Asp Ser Gly Glu Lys 

170 175 180 

Met Thr Leu Ser He Ser Val Leu Leu Ser Leu Thr Val Phe Leu 

185 190 195 

Leu Val He Val Glu Leu He Pro Ser Thr Ser Ser Ala Val Pro 

200 205 210 

Leu He Gly Lys Tyr Met Leu Phe Thr Met Val Phe Val He Ala 

215 220 225 

Ser He He He Thr Val He Val He Asn Thr His His Arg Ser 

230 235 240 

Pro Ser Thr His Val Met Pro Asn Trp Val Arg Lys Val Phe He 

245 250 255 

Asp Thr He Pro Asn He Met Phe Phe Ser Thr Met Lys Arg Pro 

260 265 270 

Ser Arg Glu Lys Gin Asp Lys Lys He Phe Thr Glu Asp He Asp 

275 280 285 

He Ser Asp He Ser Gly Lys Pro Gly Pro Pro Pro Met Gly Phe 



5/115 



wo 03/083085 



PCT/US03/09797 



290 295 300 

His Ser Pro Leu He Lys His Pro Glu Val Lys Ser Ala He Glu 

305 310 315 

Gly He Lys Tyr He Ala Glu Thr Met Lys Ser Asp Gin Glu Ser 

320 325 330 

Asn Asn Ala Ala Ala Glu Trp Lys Tyr Val Ala Met Val Met Asp 

335 340 345 

His He Leu Leu Gly Val Phe Met Leu Val Cys He He Gly Thr 

350 355 360 

Leu Ala Val Phe Ala Gly Arg Leu He Glu Leu Asn Gin Gin Gly 

365 370 375 



<210> 6 

<211> 153 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc^feature 

<223> Incyte ID No: 7509214CD1 

<400> 6 



Met 


Ala 


Pro 


Pro 


Trp 


Val Pro 


Ala Met 


Gly 


Phe Thr Leu Ala Pro 


1 








5 






10 


15 


Ser 


His 


Gly 


Val 


Arg 


Leu Leu 


Pro Gly 


Leu 


Glu Arg Ala Gly Arg 










20 






25 


30 


Leu 


His 


Arg 


Glu 


Gly 


Cys Gly 


Ser Pro 


Gly 


Pro Leu His Trp Ala 










35 






40 


45 


Ala 


Gly 


Pro 


Glu 


Leu 


Gly Met 


Ala Pro 


His 


Leu Leu Trp Cys Pro 










50 






55 


60 


Thr 


Asn 


Gly 


Leu 


Gly 


Leu Gly Gly Ser 


Pro 


Ala Gly Gin Trp Gly 










65 






70 


75 


Gly 


Gly 


Ser 


His 


Tyr 


Arg Gly 


Leu Val 


Pro 


Gly Glu Pro Ala Gly 










80 






85 


90 


Arg 


Pro 


Pro 


Ala 


Leu 


Pro Leu 


Pro Gly Leu 


Ala Gly Leu Arg Asp 










95 






100 


105 


His 


Thr 


Gin 


Leu 


Leu 


Arg Met Ala Gly Gin 


Pro Trp Leu Ala Trp 










110 






115 


120 


Gly 


Thr 


Ala 


Ala 


Ala 


Arg Val 


Ser Ala 


Arg 


Pro Thr Arg Asp Cys 










125 






130 


135 


Ser 


Cys 


Thr 


Ser 


Arg 


Cys His 


His Ala 


Cys 


Asp Val Val Ala Val 










140 






145 


150 



Thr Leu Ser 



<210> 7 
<211> 369 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7509244CD1 

<400> 7 
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Met Ser Thr Lys Val Tyr Leu 

1 5 
Leu Ser Trp Asp Pro Ala Glu 
20 

lie Thr Ala Glu Ser Val Trp 

35 

Asn Asn Asp 61y Asn Phe Asp 
50 

Val Ser Ser Asp Gly Ser Val 
65 

Arg Ser Ser Cys Ser lie Gin 
80 

Gin Asn Cys Thr Met Val Phe 
95 

Glu Val Ser Leu Gin Thr Gly 
110 

Gin Glu He His He His Glu 
125 

Trp Glu He He His Lys Pro 
140 

Asp Pro Arg Gly Gly Arg Glu 
155 

Tyr Leu He He Arg Arg Lys 
170 

He Ala Pro Cys He Leu He 
185 

Tyr Leu Pro Pro Asp Ala Gly 
200 

Ala Leu Leu Thr Leu Thr Val 
215 

Val Pro Glu Thr Ser Leu Ser 
230 

Met Phe Thr Met Val Leu Val 
245 

Val Val Leu Asn Leu His His 

260 

Pro Leu Trp Val Arg Gin He 
275 

Leu Arg Leu Lys Arg Pro Lys 
290 

Leu Arg Glu Val Val Ser Ser 
3 05 

Gin Glu Gin Glu Asp His Asp 

320 

Val Ala Met Val Val Asp Arg 
335 

Phe Thr Ser Val Gly Thr Leu 
350 

His Leu Pro Pro Pro Asp Pro 
365 

<210> 8 
<211> 303 
<212> PRT 

<213> Homo sapiens 



Asp Leu Glu 




Thr 


Asp 


Tyr Arg 




10 










15 


His Asp Gly 


He 


Asp 


Ser 


Leu Arg 




25 










30 


Leu Pro Asp 


Val 


Val 


Leu 


Leu 


Asn 




40 










45 


Val Ala 


Leu 


Asp 


He 


Ser 


Val 


Val 




55 










60 


Arg Trp 


Gin 


Pro 


Pro Gly 


He Tyr 




70 










75 


Val Thr 


Tyr 


Phe 


Pro 


Phe 


Asp 


Trp 




85 










90 


Ser Ser 


Tyr 


Ser 


Tyr 


Asp 


Ser 


Ser 




100 










105 


Leu Gly 


Pro 


Asp 


Gly Gin 


Gly His 




115 










120 


Gly Thr 


Phe 


J- J- c 


Glu 


Asn 


Gly Gin 




130 










135 


Ser Arg Leu 


He 


Gin 


Pro 


Pro Gly 




145 










150 


Gly Gin Arg 


Gin 


Glu 


Val 


He 


Phe 




160 










165 


Pro Leu 


Phe 


Tyr 


Leu 


Val 


TV QT^ 


V CIJ. 




175 










180 


Thr Leu 


Leu 


Ala 


He 


Phe 


Val 


Phe 




190 










195 


Glu Lys 


Met 


Gly Leu Ser 


He 


Phe 




205 










210 


Phe Leu 


Leu 


Leu 


Leu 


Ala 


Asp 


Lys 




220 










225 


Val Pro 


He 


He 


He 


Lys 


Tyr 


Leu 




235 










240 


Thr Phe 


Ser 


Val 


He 


Leu 


Ser 


Val 




250 










255 


Arg Ser 


Pro 


His 


Thr 


His 


Gin 


Met 




265 










270 


Phe He 


His 


Lys 


Leu 


Pro 


Leu 


Tyr 




280 










285 


Pro Glu Arg 


Asp 


Leu 


Met 


Pro 


Glu 




295 










300 


He Ser 


Tyr 


He 


Ala 


Arg 


Gin 


Leu 




310 










315 


Ala Leu 


Lys 


Glu Asp Trp 


Gin 


Phe 




325 










330 


Leu Phe 


Leu 


Trp 


Thr 


Phe 


He 


He 




340 










345 


Val He 


Phe 


Leu Asp Ala 


Thr 


Tyr 




355 










360 



Phe Pro 
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<220> 


























<221> misc_f eature 






















<223> Incyte ID 


TVTo • 


7509256CD1 
















<400> 8 


























Met Lys Phe 


Leu 


T.011 
±JsS \JL 


Thr 


Thr 


Ala 


Fne 


Leu 


xxe 


Leu 


xxe 


Ser 


Leu 


1 














xu 










1 R 
XD 


Trp Val Glu 


Glu 


jnJLcL 


Tyr 


Ser 


Lys 


V7JLU 


Lys 


Ser 


Ser 


Lys 


Lys 


\»xy 






on 










2b 










D u 


Lys Gly Lys 


Lys 


Lys 


Gin Tyr 


Leu 


Cys 


Pro 


Ser 


Gin 


vvXn 


Ser 


/1.x a 
















A A 
40 












Glu Asp Leu 


Ala 


Arg 


Val 


Pro 


Ala 


Asn 


Ser 


Thr 


Ser 


Asn 


xxe 


Leu 






en 






















Asn Arg Leu 


Leu 


VclX 


Ser 


Tyr 


Asp 


Fro 


TV -vfr 

Arg 


xxe 


Arg 


Pro 


Asn 


Fne 
















70 












Lys Gly He 


Pro 


\Tsa 1 

vaj. 


Asp Val 


Val 


va± 


TV — 

Asn 


xxe 


Phe 


He 


Asn 


Ser 






o U 










85 










y u 


Phe Gly Ser 


He 


r*l r-i 

v^xn 


Glu 


Thr 


Thr 


JKLet: 


TV MM 

Asp 


Tyr 


Arg Val 


Asn 


xxe 
















t AA 

lOu 










XU!> 


Phe Leu Arg 


Gin 


Lys 


Trp 


Asn 


Asp 


Pro 


Arg 


Leu 


Lys 


Leu 


Pro 


Ser 






J. JLU 










115 










ion 
X^U 


Asp Phe Arg Gly 


Ser 


Asp 


Ala 


Leu 


Thr 


vax 


Asp 


Pro 


Thr 


jxieu 


Tyr 






± ZD 










ion 










X J D 


Lys Cys Leu 


Trp 


Lys 


Pro 


Asp 


Leu 


Phe 


Fne 


AX a 


Asn 


Glu 


Lys 


Ser 


























1 n 
X D u 


Ala Asn Phe 


His 


Asp 


Val 


Thr 


Gin 


G±U 


Asn 


He 


Leu 


Leu 


Fne 


xxe 
















160 










1 CR 
X03 


Phe Arg Asp Gly 


Asp 


Val 


Leu 


Val 


Ser 


Met 


Arg 


Leu 


Ser 


xxe 


iT>Vi 

inr 






1 in 
± / u 










175 










1 on 
Xou 


Leu Ser Cys 


Pro 


Leu 


Asp 


Leu 


Thr 


Leu 


Phe 


Pro 


Met 


Asp 


xnr 


vvxn 
















190 










1 Q R 

xy J 


Arg Cys Lys 


Met 




Leu 


Glu 


Ser 


Phe 


Gly Tyr 


Thr 


Thr 


Asp 


Asp 






o n n 
ZU U 










205 










210 


Leu Arg Phe 


He 


Trp 


Gin 


Ser 


Gly Asp 


Pro 


Val 


Gin 


Leu 


Glu 


Lys 






Z±3 










220 










225 


He Ala Leu 


Pro 


vsxn 


Phe 


Asp 


He 


Lys 


Lys 


Glu Asp 


He 


Glu 


Tyr 
















235 










240 


Gly Asn Cys 


Thr 


T.vre 


Tyr Tyr 


Lys 


Gly Thr Gly Tyr Tyx Thr Cys 






245 










250 










255 


Val Glu Val 


He 


Phe 


Thr 


Leu 


Arg 


Arg 


Gin 


Val 


Gly Phe Tyr Met 






260 










265 










270 


Met Gly Val 


Tyr 


Ala 


Pro 


Thr 


Leu 


Leu 


He 


Val 


Val 


Leu 


Ser 


Trp 






275 










280 










285 


Leu Ser Phe 


Trp 


He 


Asn 


Pro 


Asp 


Ala 


Ser 


Ala 


Ala 


Arg 


Val 


Pro 






290 










295 










300 


Leu Gly Trp 



























<210> 9 

<211> 370 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 7509395CD1 



8/115 



wo 03/083085 



<400> 9 

Met Glu Pro Trp Pro Leu Leu Leu Leu Phe Ser Leu Cys Ser Ala 
15 10 15 

Gly Leu Val Leu Gly Ser Glu His Glu Thr Arg Leu Val Ala Lys 
20 25 30 

Leu Phe Lys Asp Tyr Ser Ser Val Val Arg Pro Val Glu Asp His 
35 40 45 

Arg Gin Val Val Glu Val Thr Val Gly Leu Gin Leu lie Gin Leu 
50 55 60 

He Asn Val Asp Glu Val Asn Gin He Val Thr Thr Asn Asn Cys 
65 70 75 

Ser Met Lys Leu Gly Thr Trp Thr Tyr Asp Gly Ser Val Val Ala 
80 85 90 

He Asn Pro Glu Ser Asp Gin Pro Asp Leu Ser Asn Phe Met Glu 
95 100 105 

Ser Gly Glu Trp Val He Lys Glu Ser Arg Gly Trp Lys His Ser 

110 115 120 

Val Thr Tyr Ser Cys Cys Pro Asp Thr Pro Tyr Leu Asp He Thr 

125 130 135 

Tyr His Phe Val Met Gin Arg Leu Pro Leu Tyr Phe He Val Asn 

140 145 150 

Val He He Pro Cys Leu Leu Phe Ser Phe Leu Thr Gly Leu Val 

155 160 165 

Phe T^rr Leu Pro Thr Asp Ser Gly Glu Lys Met Thr Leu Ser He 

170 . 175 180 

Ser Val Leu Leu Ser Leu Thr Val Phe Leu Leu Val He Val Glu 

185 190 195 

Leu He Pro Ser Thr Ser Ser Ala Val Pro Leu He Gly Lys Tyr 

200 205 210 

Met Leu Phe Thr Met Val Phe Val He Ala Ser He He He Thr 

215 220 225 

Val He Val He Asn Thr His His Arg Ser Pro Ser Thr His Val 

230 235 240 

Met Pro Asn Trp Val Arg Lys Val Phe He Asp Thr He Pro Asn 

245 250 255 

He Met Phe Phe Ser Thr Met Lys Arg Pro Ser Arg Glu Lys Gin 

260 265 270 

Asp Lys Lys He Phe Thr Glu Asp He Asp He Ser Asp He Ser 

275 280 285 

Gly Lys Pro Gly Pro Pro Pro Met Gly Phe His Ser Pro Leu He 

290 295 300 

Lys His Pro Glu Val Lys Ser Ala He Glu Gly He Lys Tyr He 

305 310 315 

Ala Glu Thr Met Lys Ser Asp Gin Glu Ser Asn Asn Ala Ala Ala 

320 325 330 

Glu Trp Lys Tyr Val Ala Met Val Met Asp His He Leu Leu Gly 

335 340 345 

Val Phe Met Leu Val Cys He He Gly Thr Leu Ala Val Phe Ala 

350 355 360 

Gly Arg Leu He Glu Leu Asn Gin Gin Gly 

365 370 



<210> 10 
<211> 283 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> raisc_f eature 

<223> incyte ID No: 7503287CD1 

<400> 10 



Met 


Glu 


Leu 


Lvs 


Ala 


Glu 


Glu 


Glu 


Glu 


Val 


Gly Gly Val 


Gin 


Pro 


1 








5 










10 










15 


Val 


Sbt 


He 


Gin 


Ala 

20 


Phe 


Ala 


Ser 


Ser 


Ser 
25 


Thr 


Leu 


His 


Gly 


Leu 
30 


Ala 


His 


He 


Phe 


Ser 


Tvr 


Glu 


Arg" 


Leu 


Ser 


Leu 


Lys 


Arg Ala 


Leu 










35 










40 










45 




Ala 


Leu 


Cys 


Phe 
50 


Leu 


Glv 


Ser 


Leu 


Ala 
55 


Val 


Leu 


Leu 


Cys 


Val 
60 


Cys 


Thr 


Glu 


Axcr 


Val 
65 


Gin 


Tvr 


Tvr 


Phe 


His 
70 


Tyr 


His 


His 


Val 


Thr 
75 


Lys 


Leu 


Asp 


Glu 


Val 

80 


Ala 


Ala 


Ser 


Gin 


Leu 

85 


Thr 


Phe 


Pro 


Ala 


Val 
90 


Tliir 


Leu 


Cys 


Asn 


Leu 
95 


Asn 


Glu 


Phe 


Arcr 


Phe 
100 


Ser 


Gin 


Val 


Ser 


Lvs 
105 


Asn 


Asp 


Leu 


Tvx 


His 
110 


Ala 


Glv 


Glu 


Leu 


Leu 
115 


Ala 


Leu 


Leu 


Asn 


Asn 
120 


Airg" 




Glu 


He 


Pro 
125 


Asp 


Thr 


Gin 


Met 


Ala 
130 


Asp 


Glu 


Lys 


Gin 


Leu 
135 


Glu 


He 


Leu 


Gin 


Asp 

140 


Lys 


Ala 


Asn 


Phe 


Arg 

145 


Ser 


Phe 


Lys 


Pro 


Lys 

150 


Piro 


Phe 


Asn 


Met 


Atq" 


Glu 


Phe 


Tyr 


Asp 


Arg 


Ala Gly His Asp 


He 










155 










160 










165 




Asp 


Met 


Leu 


Leu 


Ser 


Cys 


His 


Phe 


Arg 


Gly Glu Val 


Cys 


Ser 










170 










175 










180 


Ala 


Glu 


Asp 


Phe 


Lys 


Val 


Val 


Phe 


Thr 


Arg 


Tyr Gly Lys 


Cys 


Tvr 










185 










190 










195 


XXJX 




Asn 


Ser 




Ar^ 




Gly Arg 


Pro 


Arg 


Leu 


Lys 


Thr 












200 










205 










210 


Lys 


Gly 


Gly Thr 


Gly 


Asn 


Gly 


Leu 


Glu 


He 


Met 


Leu Asp 


He 


Gin 










215 










220 










225 


Gin 


Asp 


Glu 


Tyr 


Leu 


Pro 


Val 


Trp Gly Glu 


Thr Asp 


Glu 


Thr 


Ser 










230 










235 










240 


Phe 


Glu 


Ala 


Gly 


He 
245 


Lys 


Val 


Gin 


He 


Phe 
250 


Pro 


Leu 


Val 


Cys 


Gly 
255 


Lys 


Glu 


Gly Val 


Leu 


Thr 


He 


Glu 


Ser 


Ser 


Leu 


Cys 


Leu Tyr 


Pro 










260 










265 










270 


He 


Leu 


Phe 


Thr 


Phe 
275 


Asn 


Lys 


Thr 


Asn 


Leu 
280 


Lys 


Lys 


Asn 







\ 



<210> 11 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7503320CD1 

<400> 11 

Met Arg Cys Ser Pro Gly Gly Val Trp Leu Ala Leu Ala Ala Ser 
15 10 15 
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Leu Leu His Val Ser Leu Gin Gly Glu Phe Gin Arg Lys Leu Tyr 

20 25 30 

Lys Glu Leu Val Lys Asn Tyr Asn Pro Leu Glu Arg Pro Val Ala 

35 40 45 

Asn Asp Ser Gin Pro Leu Thr Val Tyr Phe Ser Leu Ser Leu Leu 

50 55 60 

Gin He Met Asp Val Asp Glu Lys Asn Gin Val Leu Thr Thr Thr 

65 70 75 

Thr Pro Thr Gly Ala Arg Cys Pro Ser Gly Pro Glu Ser Ser Phe 

80 85 90 



<210> 12 
<211> 549 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7503335CD1 

<400> 12 







Ala 


Cys 


Cys 


Ser 


Cys 




Val 


Phe 


Gin 


Tyr 


Glu 


Thr 










c: 
•J 








10 










15 


2V cm 




VCLJL 


TTrr 


Arg 


Tie 


Gin 




Asn Tyr Gly Thr 


He 


Lys 










^ \j 








25 










30 








XXJU ss> 


Val 


He 


He 




Tyr Val 


Cys 


Phe 


Ala 


Leu 










O -J 








40 










45 


Val 


Ser 


Asp 


Lys 


Leu 


Tyr 


Gin 


Arg Lys 


Glu 


Pro 


Val 


He 


Ser 


Ser 










50 








55 










60 


Val 


His 


Thr 


Lys 


Val 


Lys 


Gly 


He Ala 


Glu 


Val 


Lys 


Glu 


Glu 


He 










65 








70 










75 


Val 


Glu 


Asn 


Gly 


Val 


Lys 


Lys 


Leu Val 


His 


Ser 


Val 


Phe 


Asp 


Thr 










80 








85 










90 


Ala 


Asp 


Tyr 


Thr 


Phe 


Pro 


Leu 


Gin Gly 


Asn 


Ser 


Phe 


Phe 


Val 


Met 










95 








100 










105 


Thr 


Asn 


Phe 


Leu 


Lys 


Thr 


Glu 


Gly Gin 


Glu 


Gin 


Arg 


Leu 


Cys 


Pro 










110 








115 










120 


Glu 


Tyr 


Pro 


Thr 


Arg 


Arg 


Thr 


Leu Cys 


Ser 


Ser 


Asp 


Arg 


Gly Cys 










125 








130 










135 


Lys 


Lys 


Gly 


Trp 


Met 


Asp 


Pro 


Gin Ser 


Lys 


Gly 


He 


Gin 


Thr 


Gly 










140 








145 










150 


Arg 


Cys 


Val 


Val 


His 


Glu 


Gly 


Asn Gin 


Lys 


Thr 


Cys 


Glu 


Val 


Ser 










155 








160 










165 


Ala 


Trp 


Cys 


Pro 


He 


Glu 


Ala 


Val Glu 


Glu 


Ala 


Pro 


Arg 


Pro 


Ala 










170 








175 










180 


Leu 


Leu 


Asn 


Ser 


Ala 


Glu 


Asn 


Phe Thr 


Val 


Leu 


He 


Lys 


Asn 


Asn 










185 








190 










195 


He 


Asp 


Phe 


Pro 


Gly 


His 


Asn 


Tyr Thr 


Thr 


Arg 


Asn 


He 


Leu 


Pro 










200 








205 










210 


Gly 


Leu 


Asn 


He 


Thr 


Cys 


Thr 


Phe His 


Lys 


Thr 


Gin 


Asn 


Pro 


Gin 










215 








220 










225 


Cys 


Pro 


He 


Phe 


Arg 


Leu 


Gly 


Asp He 


Phe 


Arg 


Glu 


Gin 


Ala 


He 










230 








235 










240 


He 


Phe 


Gin 


Met 


Trp 


Gin 


Phe 


Arg Tyr 


Ala 


Lys 


Tyr 


Tyr 


Lys 


Glu 










245 








250 










255 
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As 11 


Asn 


Val 


Glu 


Lvs 


Arcr 


Thr 


Leu 


He 


Lys 


Val 


Phe 


Gly 


He 


Arg 










260 










265 










270 


Phe 


Asp 


He 


Leu 


Val 


Phe 


Gly 


Thr Gly 


Gly 


Lvs 


Phe 


Asp 


He 


He 










275 










280 










285 


Gin 


Leu 


Val 


Val 


Tvx 


lie 


Gly 


Ser 


Thr 


Leu 


Ser 


Tvr 


Phe 


Gly Leu 










290 










295 










300 


Ala 


Ala 


Val 


Phe 


He 


Asp 


Phe 


Leu 


He 


Asp 


Thr 


Tvr 


Ser 


Ser 


Asn 










305 










310 










315 


Cys 


Cys 


Arg 


Ser 


His 


He 


Tvr 


Pro 


Tn3 


Cys 


Lys 


Cys 


Cys 


Gin 


Pro 










320 










325 










330 


Cys 


Val 


Val 


Asn 


Glu 


Tvx 


Tvr 


XJf J. 


Arg 


Lys 


Lys 


Cys 


Glu 


Ser 


He 










335 










340 










345 


Val 


Glu 


Pro 


Lys 


Pro 


Thr 


Leu 


Lys 


Jr 


Val 


Ser 


Phe 


Val 


Asp 


Glu 










350 










355 










360 


Ser 


His 


He 


Arg 


Met 


Val 


Asn 


Gin 


Gin 


Leu 


Leu Gly Arg 


Ser 


Leu 










365 










370 










375 


Gin Asp 


Val 


Lys 


Glv 


Gin 


Glu 


Val 


Pro 


Arcr 


Pro 


Ala 


Met 


Asp 


Phe 










380 










385 










390 


Thr 


Asp 


Leu 


Ser 


Arg 


Leu 


Pro 


Leu 


Ala 


Leu 


His 


Asp 


Thr 


Pro 


Pro 










395 










400 










405 


lie 


Pro 


Gly Gin 


Pro 


Glu 


Glu 


He 


Gin 


Leu 


Leu 


Arg 


Lys 


Glu 


Ala 










410 










415 










420 


Thr 


Pro 


Arg 


Ser 


Arg 


Asp 


Ser 


Pro 


Val 


TriD 


Cys 


Gin 


Cys 


Gly Ser 










425 










430 










435 


Cys 


Leu 


Pro 


Ser 


Gin 


Leu 


Pro 


Glu 


Ser 


His 


Arg 


Cys 


Leu 


Glu 


Glu 










440 










445 










450 


Leu 


Cys 


Cys 


Arg 


Lys 


Lys 


Pro 


Gly Ala 


Cvs 


He 


Thr 


Thr 


Ser 


Glu 










455 










460 










465 


Leu 


Phe 


Arg 


Lys 


Leu 


Val 


Leu 


Ser 


Arg 


His 


Val 


Leu 


Gin 


Phe 


Leu 










470 










475 










480 


Leu 


Leu 


Tyr 


Gin 


Glu 


Pro 


Leu 


Leu 


Ala 


Leu 


Asp Val 


Asp 


Ser 


Thr 










485 










490 










495 


Asn 


Ser 


Arg 


Leu 


Arcf 


His 


Cvs 


Ala 


Tyr 


Arg 


Cys 


Tyr 


Ala 


Thr 


Trp 










500 










505 










510 


Arg 


Phe 


Gly Ser 


Gin 


Asp 


Met 


Ala Asp 


Phe 


Ala 


He 


Leu 


Pro 


Ser 










515 










520 










525 


Cys 


Cys 


Arg 


Trp 


Arg 


He 


Arg 


Lys 


Glu 


Phe 


Pro 


Lys 


Ser 


Glu Gly 










530 










535 










540 


Gin 


Tyr 


Ser 


Gly 


Phe 


Lys 


Ser 


Pro 


Tyr 















545 

<210> 13 
<211> 246 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 7503952CD1 

<400> 13 

Met Leu Ser Ser Val Met Ala Pro Leu 

1 5 
Ala Ala Gly He Leu Ala Thr Asp Thr 
20 

Ala Leu Tyr His Leu Ser Lys Gin Leu 

12/115 



Trp 
10 

His 
25 

Leu 



Ala 
His 
Gin 



Cys 
Pro 

Lys 



He 
Gin 
Tyr 



Leu 
Asp 
His 



Val 
15 

Ser 
30 

Lys 



wo 03/083085 



35 40 45 

Glu Val Arg Pro Val Tyr Asn Trp Thr Lys Ala Thr Tlir Val Tyr 
50 55 60 

Leu Asp Leu Phe Val His Ala lie Leu Asp Val Asp Ala Glu Asn 
65 70 75 

Gin lie Leu Lys Thr Ser Val Trp Tyr Gin Glu Val Trp Asn Asp 
80 85 90 

Glu Phe Leu Ser Trp Asn Ser Ser Met Phe Asp Glu lie Arg Glu 
95 100 105 

lie Ser Leu Pro Leu Ser Ala He Trp Ala Pro Asp He He He 

110 115 120 

Asn Glu Phe Val Asp He Glu Arg Tyr Pro Asp Leu Pro Tyr Val 

125 130 135 

Tyr Val Asn Ser * Ser Gly Thr He Glu Asn Tyr Lys Pro He Gin 

140 145 150 

Val Val Ser Ala Cys Ser Leu Glu Thr Tyr Ala Phe Pro Phe Asp 

155 160 165 

Val Gin Asn Cys Ser Leu Thr Phe Lys Ser He Leu His Thr Val 

170 175 180 

Glu Asp Val Asp Leu Ala Phe Leu Arg Ser Pro Glu Asp He Gin 

185 190 195 

His Asp Lys Lys Ala Phe Leu Asn Asp Ser Glu Trp Glu Leu Leu 

200 205 210 

Ser Val Ser Ser Thr Tyr Ser He Leu Gin Ser Ser Ala Gly Gly 

215 220 225 

Phe Ala Gin He Gin Phe Asn Gly Thr Ser Ser Pro Ser Ala Trp 

230 235 240 

Pro Ser Trp Phe Ser Ala 

245 



<210> 14 
<211> 273 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 750453 OCDl 



<400> 14 



Met 


Val 


Gin 


Ala 


Ser 


Gly 


His 


Arg Arg 


Ser 


Thr Arg Gly Ser 


Lys 


1 








5 








10 




15 


Met 


Val 


Ser 


Trp 


Ser 


Val 


He 


Ala Lys 


He 


Gin Glu He Leu 


Gin 










20 








25 




30 


Arg 


Lys 


Met 


Val 


Arg 


Glu 


Phe 


Leu Ala 


Glu 


Phe Met Ser Thr 


Tyr 










35 








40 




45 


Val 


Met 


Met 


Val 


Phe 


Gly 


Leu 


Gly Ser 


Val 


Ala His Met Val 


Leu 










50 








55 




60 


Asn 


Lys 


Lys 


Tyr 


Gly 


Ser 


Tyr 


Leu Gly 


Val 


Asn Leu Gly Phe 


Gly 










65 








70 




75 


Phe 


Gly 


Val 


Thr 


Met 


Gly 


Val 


His Val 


Ala 


Gly Arg He Ser 


Gly 










80 








85 




90 


Ala 


His 


Met 


Asn 


Ala 


Ala 


Val 


Thr Phe 


Ala 


Asn Cys Ala Leu 


Gly 










95 








100 




105 


Arg 


Val 


Pro 


Trp 


Arg 


Lys 


Phe 


Pro Val 


Tyr 


Val Leu Gly Gin 


Phe 










110 








115 




120 



13/115 



wo 03/083085 



Leu Gly Ser Phe Leu Ala Ala Ala Thr He Tyr Ser Leu Phe Tyr 
125 130 135 

Thr Ala He Leu His Phe Ser Gly Gly Gin Leu Met Val Thr Gly 

140 145 15Q 

Pro Val Ala Thr Ala Gly He Phe Ala Thr Tyr Leu Pro Asp His 

155 160 165 

Met Thr Leu Trp Arg Gly Phe Leu Asn Glu Ala Trp Leu Thr Gly 

1*70 175 180 

Met Leu Gin Leu Cys Leu Phe Ala He Thr Asp Gin Glu Asn Asn 

185 190 195 

Pro Ala Leu Pro Gly Thr Glu Ala Leu Val He Gly He Leu Val 

200 205 210 

Val He He Gly Val Ser Leu Gly Met Asn Thr Gly Tyr Ala He 

215 220 225 

Asn Pro Ser Arg Asp Leu Pro Pro Arg He Phe Thr Phe He Ala 

230 235 240 

Gly Trp Gly Lys Gin Val Phe Arg Trp His His Leu Pro Gly Leu 

245 250 255 

His Trp Leu His His Pro Thr Gly Ala Pro Glu He Gly Gly Phe 

260 265 270 

Cys Gly Val 



<210> 15 
<211> 245 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> niisc_f eature 

<223> Incyte ID No: 7509303CD1 

<400> 15 

Met Glu Gly Asn Lys Leu Glu Glu Gin Asp Ser Ser Pro Pro Gin 
1 5 10 15 

Ser Thr Pro Gly Leu Met Lys Gly Asn Lys Arg Glu Glu Gin Gly 
20 25 30 

Leu Gly Pro Glu Pro Ala Ala Pro Gin Gin Pro Thr Ala Glu Glu 
35 40 45 

Glu Ala Leu He Glu Phe His Arg Ser Tyr Arg Glu Leu Phe Glu 
50 55 60 

Phe Phe Cys Asn Asn Thr Thr He His Gly Ala He Arg Leu Val 
65 70 75 

Cys Ser Gin His Asn Arg Met Lys Thr Ala Phe Trp Ala Val Leu 
80 85 90 

Trp Leu Cys Thr Phe Gly Met Met Tyr Trp Gin Phe Gly Leu Leu 
35 100 105 

Phe Gly Glu Tyr Phe Ser Tyr Pro Val Ser Leu Asn He Asn Leu 
110 115 120 

Asn Ser Asp Lys Leu Val Phe Pro Ala Val Thr He Cys Thr Leu 
125 130 135 

Asn Pro Tyr Arg Tyr Pro Glu He Lys Glu Glu Leu Glu Glu Leu 
140 145 150 

Asp Arg He Thr Glu Gin Thr Leu Phe Asp Leu Tyr Lys Tyr Ser 
155 160 165 

Ser Phe Thr Thr Leu Val Ala Gly Ser Arg Ser Arg Arg Asp Leu 
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170 










175 










180 


Arg Gly Thr 


Leu 


Pro 


His 


Pro 


Leu 


Gin 


Arg 


Leu 


Arg 


Val 


Pro 


Pro 








185 










190 










195 


Pro Pro 


His 


Gly 


Ala 


Arg Arg Ala Arg 


Ser 


Val 


Ala 


Ser 


Ser 


Leu 








200 










205 










210 


Arg Asp Asn Asn 


Pro 


Gin 


Val 


Asp 


Trp 


Lys 


Asp Trp 


Lys 


He 


Gly 








215 










220 










225 


Phe Gin 


Leu 


Glu 


Leu 


Leu 


Ser 


Leu 


Pro 


Pro 


Pro Asp Val 


Tro 


Lvs 








230 










235 










240 


Leu Leu 


Tyr 


Phe 


Gin 




























245 






















<210> 16 


























<211> 364 


























<212> PRT 


























<213> Homo sapiens 






















<220> 




























<221> inisc_f eature 






















<223> Incyte ID 


No: 


7509910CD1 
















<400> 16 


























Met Pro 


Ala 


Cys 


Cys 


Ser 


Cys 


Ser Asp 


Val 


Phe 


Gin 


Tyr 


Glu 


Thr 


1 






5 










10 










15 


Asn Lys 


Val 


Thr 


Arg 


He 


Gin 


Ser 


Met 


Asn 


Tyr 


Gly Thr 


He 


Lvs 








20 










25 










30 


Trp Phe 


Phe 


His 


Val 


He 


He 


Phe 


Ser 


Tyr 


Val 


Cys 


Phe 


Ala 


Leu 








35 










40 










45 


Val Ser 


Asp 


Lys 


Leu 


Tyr 


Gin 


Arg 


Lys 


Glu 


Pro 


Val 


He 


Ser 


Ser 








50 










55 










60 


Val His 


Thr 


Lys 


Val 


Lys 


Gly 


He 


Ala 


Glu 


Val 


Lys 


Glu 


Glu 


He 








65 










70 










75 


Val Glu 


Asn 


Gly 


Val 


Lys 


Lys 


Leu 


Val 


His 


Ser 


Val 


Phe 


Asp 


Thr 








80 










85 










90 


Ala Asp 


Tyr 


Thr 


Phe 


Pro 


Leu 


Gin Gly 


Asn 


Ser 


Phe 


Phe 


Val 


Met 








95 










100 










105 


Thr Asn 


Phe 


Leu 


Lys 


Thr 


Glu 


Gly Gin 


Glu 


Gin Arg 


Leu 


Cvs 


Pro 








110 










115 










120 


Glu Tyr 


Pro 


Thr 


Arg 


Arg 


Thr 


Leu 


Cys 


Ser 


Ser 


Asp 


Arg 


Gly 


Cvs 








125 










130 










135 


Lys Lys 


Gly 


Trp 


Met 


Asp 


Pro 


Gin 


Ser 


Lys 


Gly He 


Gin 


Thr 


Glv 








140 










145 










150 


Arg Cys 


Val 


Val 


His 


Glu 


Gly 


Asn 


Gin 


Lys 


Thr 


Cys 


Glu 


Val 


Ser 








155 










160 










165 


Ala Trp 


Cys 


Pro 


He 


Glu 


Ala 


Val 


Glu 


Glu 


Ala 


Pro 


Arg 


Pro 


Ala 








170 










175 










180 


Leu Leu 


Asn 


Ser 


Ala 


Glu 


Asn 


Phe 


Thr 


Val 


Leu 


He 


Lys 


Asn 


Asn 








185 










190 










195 


lie Asp 


Phe 


Pro 


Gly 


His 


Asn 


Tyr 


Thr 


Thr 


Arg Asn 


He 


Leu 


Pro 








200 










205 










210 


Gly Leu 


Asn 


He 


Thr 


Cys 


Thr 


Phe 


His 


Lys 


Thr 


Gin 


Asn 


Pro 


Gin 








215 










220 










225 


Cys Pro 


He 


Phe 


Arg 


Leu 


Gly 


Asp 


He 


Phe 


Arg 


Glu 


Thr 


Gly 


Asp 








230 










235 










240 


Asn Phe 


Ser 


Asp 


Val 


Ala 


He 


Gin Gly 


Gly 


He 


Met 


Gly 


He 


Glu 








245 










250 










255 
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lie Tyr Trp Asp Cys Asn Leu Asp 
260 

Pro Lys Tyr Ser Phe Arg Arg Leu 
275 

Ser Leu Tyr Pro Gly Tyr Asn Plie 
290 

Glu Asn Asn Val Glu Lys Arg Thr 
305 

Arg Phe Asp lie Leu Val Phe Gly 
320 

lie Gin Leu Val Val Tyr lie Gly 

335 

Leu Val Arg Asp Ser Leu Phe His 
350 

Glu Gly Ser Asp 



<210> 17 
<211> 1623 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7509982CD1 

<400> 17 

Met Asn Met Lys Gin Lys Ser Val 

1 5 
Leu Cys Lys Asn Phe Leu Lys Lys 
20 

Leu Leu Glu Trp Gly Leu Ser lie 

35 

Leu Phe Ser Ser Ser Met Arg Asn 
50 

Pro Gin Asn Leu Gly Arg Val Asp 
65 

Met Val Val Tyr Thr Pro lie Ser 
80 

Asn Lys Thr Ala Leu Ala Pro Leu 
95 

Gly Ala Pro Asn Lys Thr His Met 
110 

Leu Pro Tyr Ala Met Gly lie He 
125 

Lys Leu He Phe Phe Gin Gly Tyr 
140 

Asp Phe Ser Ala His Cys Trp Asp 
155 

Thr Leu Thr Lys Tyr Trp Asn Arg 
170 

Ala He Asn Thr Ala He He Glu 
185 

Met Glu Glu Leu Met Ser Val Thr 
200 

Pro Phe He Thr Lys Asn Leu Leu 



Arg 


Tro Phe His 


His 


Cvs 


Arg 




265 






270 


Aso 


Asp Lys Thr 


Thr 


Asn 


Val 




280 






285 


Arcr 


Tvr Ala Lvs 


Tvr 


Tyr 


Lys 




295 






300 


Leu 


He Lys Val 


Phe 


Gly 


He 




■^1 0 






315 


Thr 


Gly Gly Lys 


Phe 


Asp 


He 




325 






330 


Ser 


Thr Leu Ser 


Tyr 


Phe 


Gly 




340 






345 


Ala 


Leu Gly Lys 


Trp 


Phe Gly 




355 






360 



Tyr 


Gin 


Gin 


Thr 


Lys 


Ala 


Leu 




10 










15 


Trp 


Arg 


Met 


Lys 


Arg 


Glu 


Ser 




25 










30 


Leu 


Leu 


Gly Leu Cys 


He 


Ala 




40 










45 


Val 


Gin 


Phe 


Pro 


Gly Met Ala 




55 










60 


Lys 


Phe 


Asn 


Ser 


Ser 


Ser 


Leu 




70 










75 


Asn 


Leu 


Thr 


Gin 


Gin 


He 


Met 




85 










90 


Leu 


Lys 


Gly Thr 


Ser 


Val 


He 




100 










105 


Asp 


Glu 


He 


Leu 


Leu 


Glu 


Asn 




115 










120 


Phe 


Asn 


Glu 


Thr 


Phe 


Ser 


Tyr 




130 










135 


Asn 


Ser 


Pro 


Leu 


Trp 


Lys 


Glu 




145 










150 


Gly 


Tyr 


Gly Glu 


Phe 


Ser 


Cys 




160 










165 


Gly 


Phe 


Val 


Ala 


Leu 


Gin 


Thr 




175 










180 


He 


Thr 


Thr 


Asn 


His 


Pro 


Val 




190 










195 


Ala 


He 


Thr 


Met 


Lys 


Thr 


Leu 




205 










210 


His 


Asn 


Glu 


Met 


Phe 


He 


Leu 
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215 220 225 

Phe Phe Leu Leu His Phe Ser Pro Leu Val Tyr Phe lie Ser Leu 

230 235 240 

Asn Val Thr Lys Glu Arg Lys Lys Ser Lys Asn Leu Met Lys Met 

245 250 255 

Met Gly Leu Gin Asp Ser Ala Phe Trp Leu Ser Trp Gly Leu He 

260 265 270 

Tyr Ala Gly Phe He Phe He He Ser He Phe He Thr He He 

275 280 285 

He Thr Phe Thr Gin He He Val Met Thr Gly Phe Met Val He 

290 295 300 

Phe He Pro Phe Phe Leu Tyr Gly Leu Ser Leu Val Ala Leu Val 

305 310 315 

Phe Leu Leu Ser Val Leu Leu Lys Lys Ala Val Leu Thr Asn Leu 

320 325 330 

Val Val Phe Leu Leu Thr Leu Phe Trp Gly Cys Leu Gly Phe Thr 

335 340 345 

Val Phe Tyr Glu Gin Leu Pro Ser Ser Leu Glu Trp He Leu Asn 

350 355 360 

He Cys Ser Pro Phe Ala Phe Thr Thr Gly Met He Gin He He 

365 370 375 

Lys Leu Asp Tyr Asn Leu Asn Gly Val He Phe Pro Asp Pro Ser 

380 385 390 

Gly Asp Ser Tyr Thr Met He Ala Thr Phe Ser Met Leu Leu Leu 

395 400 405 

Asp Gly Leu He Tyr Leu Leu Leu Ala Leu Tyr Phe Asp Lys He 

410 415 420 

Leu Pro Tyr Gly Asp Glu Arg His Tyr Ser Pro Leu Phe Phe Leu 

425 430 435 

Asn Ser Ser Ser Cys Phe Gin His Gin Arg Thr Asn Ala Lys Val 

440 445 450 

He Glu Lys Glu He Asp Ala Glu His Pro Ser Asp Asp Tyr Phe 

455 460 465 

Glu Pro Val Ala Pro Glu Phe Gin Gly Lys Glu Ala He Arg He 

470 475 480 

Arg Asn Val Lys Lys Glu Tyr Lys Gly Lys Ser Gly Lys Val Glu 

485 490 495 

Ala Leu Lys Gly Leu Leu Phe Asp He Tyr Glu Gly Gin He Thr 

500 505 510 

Ala He Leu Gly His Ser Gly Ala Gly Lys Ser Ser Leu Leu Asn 

515 520 525 

He Leu Asn Gly Leu Ser Val Pro Thr Glu Gly Ser Val Thr He 

530 535 540 

Tyr Asn Lys Asn Leu Ser Glu Met Gin Asp Leu Glu Glu He Arg 

545 550 555 

Lys He Thr Gly Val Cys Pro Gin Phe Asn Val Gin Phe Asp He 

560 565 570 

Leu Thr Val Lys Glu Asn Leu Ser Leu Phe Ala Lys He Lys Gly 

575 580 585 

He His Leu Lys Glu Val Glu Gin Glu Val Gin Arg He Leu Leu 

590 595 600 

Glu Leu Asp Met Gin Asn He Gin Asp Asn Leu Ala Lys His Leu 

605 610 615 

Ser Glu Gly Gin Lys Arg Lys Leu Thr Phe Gly He Thr He Leu 

620 625 630 

Gly Asp Pro Gin He Leu Leu Leu Asp Glu Pro Thr Thr Gly Leu 
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635 640 645 

Asp Pro Phe Ser Arg Asp Gin Val Trp Ser Leu Leu Arg Glu Arg 

650 655 660 

Arg Ala Asp His Val lie Leu Phe Ser Thr Gin Ser Met Asp Glu 

665 670 675 

Ala Asp lie Leu Ala Asp Arg Lys Val lie Met Ser Asn Gly Arg 

680 685 690 

Leu Lys Cys Ala Gly Ser Ser Met Phe Leu Lys Arg Arg Trp Gly 

695 700 705 

Leu Gly Tyr His Leu Ser Leu His Arg Asn Glu lie Cys Asn Pro 

710 715 720 

Glu Gin Xle Thr Ser Phe Xle Thr His His lie Pro Asp Ala Lys 

725 730 735 

Leu Lys Thr Glu Asn Lys Glu Lys Leu Val Tyr Thr Leu Pro Leu 

740 745 750 

Glu Arg Thr Asn Thr Phe Pro Asp Leu Phe Ser Asp Leu Asp Lys 

755 760 765 

Cys Ser Asp Gin Gly Val Thr Gly Tyr Asp lie Ser Met Ser Thr 

770 775 780 

Leu Asn Glu Val Phe Met Lys Leu Glu Gly Gin Ser Thr He Glu 

785 790 795 

Gin Gly Lys Ala He Cys He Asn Phe Glu Gin Val Glu Met He 

800* 805 810 

Arg Asp Ser Glu Ser Leu Asn Glu Met Glu Leu Ala His Ser Ser 

815 820 825 

Phe Ser Glu Met Gin Thr Ala Val Ser Asp Met Gly Leu Trp Arg 

830 835 840 

Met Gin Val Phe Ala Met Ala Arg Leu Arg Phe Leu Lys Leu Lys 

845 850 855 

Arg Gin Thr Lys Val Leu Leu Thr Leu Leu Leu Val Phe Gly He 

860 865 870 

Ala He Phe Pro Leu He Val Glu Asn He He Tyr Ala Met Leu 

875 880 885 

Asn Glu Lys He Asp Trp Glu Phe Lys Asn Glu Leu Tyr Phe Leu 

890 895 900 

Ser Pro Gly Gin Leu Pro Gin Glu Pro Arg Thr Ser Leu Leu He 

905 910 915 

He Asn Asn Thr Glu Ser Asn He Glu Asp Phe He Lys Ser Leu 

920 925 930 

Lys His Gin Asn He Leu Leu Glu Val Asp Asp Phe Glu Asn Arg 

935 940 945 

Asn Gly Thr Asp Gly Leu Ser Tyr Asn Gly Ala He He Val Ser 

950 955 960 

Gly Lys Gin Lys Asp Tyr Arg Phe Ser Val Val Cys Asn Thr Lys 

965 970 975 

Arg Leu His Cys Phe Pro He Leu Met Asn He He Ser Asn Gly 

980 985 990 

Leu Leu Gin Met Phe Asn His Thr Gin His He Arg He Glu Ser 

995 1000 1005 

Ser Pro Phe Pro Leu Ser His He Gly Leu Trp Thr Gly Leu Pro 
1010 1015 1020 

Asp Gly Ser Phe Phe Leu Phe Leu Val Leu Cys Ser He Ser Pro 
1025 1030 1035 

Tyr He Thr Met Gly Ser He Ser Asp Tyr Lys Lys Asn Ala Lys 
1040 1045 1050 

Ser Gin Leu Trp He Ser Gly Leu Tyr Thr Ser Ala Tyr Trp Cys 



18/115 



wo 03/083085 









1055 








1060 






1065 


Gly Gin Ala Leu Val 


Asp Val 


Ser 


Phe Phe 


He 


Leu 


He Leu Leu 








1070 








1075 






1080 


Leu 


Met 


Tyr 


Leu He 


Phe 


Tyr 


He 


Glu Asn 


Met 


Gin 


Tyr Leu Leu 








1085 








1090 






1095 


lie 


Thr 


Ser 


Gin He 


Val 


Phe 


Ala 


Leu Val 


He 


Val 


Thr Pro Gly 








1100 








1105 






1110 


Tyr 


Ala 


Ala 


Ser Leu 


Val 


Phe 


Phe 


He Tyr Met 


He 


Ser Phe He 








1115 








1120 






1125 


Phe 


Arg 


Lys 


Arg Arg 


Lys 


Asn 


Ser 


Gly Leu Trp 


Ser 


Phe Tyr Phe 








1130 








1135 






1140 


Phe 


Phe 


Ala 


Ser Thr 


He 


Met 


Phe 


Ser He 


Thr 


Leu 


He Asn His 








1145 








1150 






1155 


Phe 


Asp 


Leu 


Ser He 


Leu 


He 


Thr 


Thr Met 


Val 


Leu 


Val Pro Ser 








1160 








1165 






1170 


Tyr 


Thr 


Leu 


Leu Gly 


Phe 


Lys 


Thr 


Phe Leu 


Glu 


Val 


Arg Asp Gin 








1175 








1180 






1185 


Glu 


His 


Tyr 


Arg Glu 


Phe 


Pro 


Glu 


Ala Asn 


Phe 


Glu 


Leu Ser Ala 








1190 








1195 






1200 


Thr 


Asp 


Phe 


Leu Val 


Cys 


Phe 


He 


Pro Tyr 


Phe 


Gin 


Thr Leu Leu 








1205 








1210 






1215 


Phe 


Val 


Phe 


Val Leu 


Arg 


Tyr Met 


Glu Leu 


Lys 


Cys 


Gly Lys Lys 








1220 








1225 






1230 


Arg 


Met Arg 


Lys Asp 


Pro 


Val 


Phe Arg He 


Ser 


Pro 


Gin Ser Arg 








1235 








1240 






1245 


Asp 


Ala 


Lys 


Pro Asn 


Pro 


Glu 


Glu 


Pro He 


Asp 


Glu Asp Glu Asp 








1250 








1255 






1260 


He 


Gin 


Thr 


Glu Arg 


He Arg Thr Val Thr 


Ala 


Leu 


Thr Thr Ser 








1265 








1270 






1275 


He 


Leu Asp 


Glu Lys 


Pro 


Val 


He 


He Ala 


Ser 


Cys 


Leu His Lys 








1280 








1285 






1290 


Glu Tyr Ala Gly Gin 


Lys 


Lys 


Ser 


Cys Phe 


Ser 


Lys 


Arg Lys Lys 








1295 








1300 






1305 


Lys 


He 


Ala 


Ala Arg 


Asn 


He 


Ser 


Phe Cys 


Val 


Gin Glu Gly Glu 








1310 








1315 






1320 


He 


Leu 


Gly 


Leu Leu 


Gly 


Pro 


Ser Gly Ala Gly 


Lys 


Ser Ser Ser 








1325 








1330 






1335 


He 


Arg Met 


He Ser 


Gly 


He 


Thr 


Lys Pro 


Thr 


Ala Gly Glu Val 








1340 








1345 






1350 


Glu 


Leu 


Lys 


Gly Cys 


Ser 


Ser 


Val 


Leu Gly His 


Leu Gly Tyr Cys 








1355 








1360 






1365 


Pro 


Gin 


Glu 


Asn Val 


Leu 


Trp 


Pro 


Met Leu 


Thr 


Leu 


Arg Glu His 








1370 








1375 






1380 


Leu 


Glu 


Val 


Tyr Ala 


Ala 


Val 


Lys Gly Leu Arg 


Glu Ala Asp Ala 








1385 








1390 






1395 


Arg 


Leu 


Ala 


He Ala 


Arg 


Leu 


Val 


Ser Ala 


Phe 


Lys 


Leu His Glu 








1400 








1405 






1410 


Gin 


Leu 


Asn 


Val Pro 


Val 


Gin 


Lys 


Leu Thr 


Ala 


Gly He Thr Arg 








1415 








1420 






1425 


Lys 


Leu 


Cys 


Phe Val 


Leu 


Ser 


Leu 


Leu Gly Asn 


Ser 


Pro Val Leu 








1430 








1435 






1440 


Leu 


Leu 


Asp 


Glu Pro 


Ser Thr Gly He Asp 


Pro 


Thr Gly Gin Gin 








1445 








1450 






1455 


Gin 


Met 


Trp 


Gin Ala 


He 


Gin 


Ala 


Val Val 


Lys 


Asn 


Thr Glu Arg 








1460 








1465 






1470 


Gly Val 


Leu 


Leu Thr 


Thr 


His 


Asn 


Leu Ala 


Glu 


Ala 


Glu Ala Leu 
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1475 1480 1485 

Cys Asp Arg Val Ala lie Met Val Ser Gly Arg Leu Arg Cys lie 

1490 1495 1500 

Gly Ser He Gin His Leu Lys Asn Lys Leu Gly Lys Asp Tyr He 

1505 1510 1515 

Leu Glu Leu Lys Val Lys Glu Thr Ser Gin Val Thr Leu Val His 

1520 1525 1530 

Thr Glu He Leu Lys Leu Phe Pro Gin Ala Ala Gly Gin Glu Arg 

1535 1540 1545 

Tyr Ser Ser Leu Leu Thr Tyr Lys Leu Pro Val Ala Asp Val Tyr 

1550 1555 1560 

Pro Leu Ser Gin Thr Phe His Lys Leu Glu Ala Val Lys His Asn 

1565 1570 1575 

Phe Asn Leu Glu Glu Tyr Ser Leu Ser Gin Cys Thr Leu Glu Lys 

1580 1585 1590 

Val Phe Leu Glu Leu Ser Lys Glu Gin Glu Val Gly Asn Phe Asp 

1595 1600 1605 

Glu Glu He Asp Thr Thr Met Arg Trp Lys Leu Leu Pro His Ser 

1610 1615 1620 

Asp Glu Pro 



<210> 18 
<211> 611 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7510082CD1 

<400> 18 

Met Pro Ala Pro Arg Ala Arg Glu 

1 5 
Arg Gin Pro Leu Leu Pro Arg Gly 
20 

Arg Arg Ala Ala Gly Ala Ala Val 
35 

Arg Ala Ala Phe Phe Gly Val Thr 
50 

Asn Ser Thr Asn Phe Asn Trp Thr 
65 

Ala Leu Val Phe Leu Gly Ala Ser 
80 

Gly Trp Leu Ala Asp Val Tyr Leu 
95 

Leu Ser Leu Leu Leu Tyr Leu Ala 
110 

Thr Ala Phe Pro Asp Gly Arg Ser 
125 

Ala Ser Pro Leu Gly Pro Ala Cys 
140 

Ser Ser Pro Ser Pro Tyr Cys Ala 
155 

Leu Leu Leu Gly Leu Ala Ala Ser 
170 



Gin 


Pro 


Arg Val Pro 


Gly 


Glu 




10 






15 


Ala 


Arg 


Gly Pro Arg 


Arg 


Trp 




25 






30 


Leu 


Leu 


Val Glu Met 


Leu 


Glu 




40 






45 


Ala 


Asn 


Leu Val Leu 


Tyr 


Leu 




55 






60 


Gly 


Glu 


Gin Ala Thr 


Arg 


Ala 




70 






75 


Tyr 


Leu 


Leu Ala Pro 


Val 


Gly 




85 






90 


Gly 


Arg 


Tyr Arg Ala 


Val 


Ala 




100 






105 


Ala 


Ser 


Gly Leu Leu 


Pro 


Ala 




115 






120 


Ser 


Phe 


Cys Gly Glu 


Met 


Pro 




130 






135 


Pro 


Ser 


Ala Gly Cys 


Pro 


Arg 




145 






150 


Pro 


Val 


Leu Tyr Ala 


Gly 


Leu 




160 






165 


Ser 


Val 


Arg Ser Asn 


Leu 


Thr 




175 






180 
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Ser 


Phe Gly Ala 


Asp 


Gin Val Met Asp Leu 


Gly Arg Asp Ala 


Thr 










185 




190 






195 


Arg Arg 


Phe 


Phe 


Asn 


Trp 


Phe Tyr Trp Ser 


He Asn Leu Gly 


Ala 










200 




205 






210 


Val 


Leu 


Ser 


Leu 


Leu 


Val 


Val Ala Phe He 


Gin Gin Asn 


He 


Ser 










215 




220 






225 


Phe 


Leu 


Leu 


Glv 


Tvr 


Ser 


He Pro Val Gly 


Cys Val Gly Leu 


Ala 










230 




235 






240 


Plxe 


Phe 


He 


Phe 


Leu 


Phe 


Ala Thr Pro Val 


Phe He Thr 


Lys 


Pro 










245 




250 






255 


Pro 


Met 


Glv 


Ser 


Gin 


Val 


Ser Ser Met Leu 


Lys Leu Ala 


Leu 


Gin 










260 




265 






270 


Ash 


Cys 


Cys 


Pro 


Gin 


Leu Trp Gin Arg His 


Ser Ala Arcr 


Asp 


Arg 










275 




280 






285 


Gin 


Cys 


Ala 


Arg 


Val 


Leu Ala Asp Glu Arg 


Ser Pro Gin 


Pro 


Gly 










290 




295 






300 


Ala 


Ser 


Pro 


Gin 


Glu 


Asp 


He Ala Asn Phe 


Gin Val Leu 


Val 


Lvs 










305 




310 






315 


He 


Leu 


Pro 


Val 


Met 


Val 


Thr Leu Val Pro 


Tyr Trp Met 


Val 


Tyr 










320 




325 






330 


Phe 


Gin 


Met 


Gin 


Ser 


Thr 


Tyr Val Leu Gin 


Glv Leu His 


Leu 


His 










335 




340 






345 


He 


Pro 


Asn 


He 


Phe 


Pro 


Ala Asn Pro Ala 


Asn He Ser 


Val 


Ala 










350 




355 






360 


Leu Arg Ala 


Gin 


Glv 


Ser 


Ser Tyr Thr He 


Pro Glu Ala 


Trp 


Leu 










365 




370 






375 


Leu 


Leu 


Ala 


Asn 


Val 


Val 


Val Val Leu He 


Leu Val Pro 


Leu 


Lys 










380 




385 






390 


Asp 


Arg 


Leu 


He 


Asp 


Pro 


Leu Leu Leu Arg 


Cys Lys Leu 


Leu 


Pro 










395 




400 






405 


Ser 


Ala 


Leu 


Gin 


Lys 


Met 


Ala Leu Gly Met 


Phe Phe Gly 


Phe 


Thr 










410 




415 






420 


Ser 


Val 


He 


Val 


Ala 


Gly Val Leu Glu Met 


Glu Arg Leu 


His 


Tyr 










425 




430 






435 


He 


His 


His 


2Vsn 


Glu 


Thr 


Val Ser Gin Gin 


He Gly Glu Val 


Leu 










440 




445 






450 


Tyr 


Asn 


Ala 


Ala 


Pro 


Leu 


Ser He Trp Trp 


Gin He Pro 


Gin 


Tyr 










455 




460 






465 


Leu 


Leu 


He 


Glv 


He 


Ser 


Glu He Phe Ala 


Ser He Pro 


Gly 


Leu 










470 




475 






480 


Glu 


Phe 


Ala 




Ser 


Glu 


Ala Pro Arg Ser 


Met Gin Gly Ala 


He 










485 




490 






495 


Met Gly 


He 


Phe 


Phe 


Cys 


Leu Ser Gly Val 


Gly Ser Leu 


Leu 


Gly 










500 




505 






510 


Ser 


Ser 


Leu 


Val 


Ala 


Leu 


Leu Ser Leu Pro 


Gly Gly Trp 


Leu 


His 










515 




520 






525 


Cys 


Pro 


Lys 


Asp 


Phe 


Gly Asn He Asn Asn 


Cys Arg Met 


Asp 


Leu 










530 




535 






540 


Tyr 


Phe 


Phe 


Leu 


Leu 


Ala Gly He Gin Ala 


Val Thr Ala 


Leu 


Leu 










545 




550 






555 


Phe 


Val 


Trp 


He 


Ala 


Gly Arg Tyr Glu Arg 


Ala Ser Gin 


Gly 


Pro 










560 




565 






570 


Ala 


Ser 


His 


Arg 


Pro 


Phe 


Gin His Gly Gin 


Gly Leu Asp 


Arg 


Pro 










575 




580 






585 


Tyr 


Pro 


Gly 


Pro 


Leu 


Val 


Tyr Ser Thr Gly 


Lys Asn Gly 


Ser 


Ser 










590 




595 






600 
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Pro Ser Ser Gly Phe Leu Leu Gly Leu 
605 

<210> 19 
<211> 55 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 75103 67CD1 

<400> 19 

Met Thr Gly Gin Gly Gin Ser Ala Ser 

1 5 
Thr Val Phe Arg His Val Arg Tyr Glu 

20 

Ser Gly Gly Val Leu Ser Asn Leu Ala 
35 

Val Lys lie Arg Phe Ala Gly Thr lie 
50 

<210> 20 
<211> 287 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7510413CD1 

<400> 20 

Met Asp Met Ala Trp Gin Met Met Gin 

1 5 
Val Thr Ala Ala Gly Ser Ala Gin Pro 
20 

Thr Asp Leu Leu Asn Val Cys Met Asn 
35 

Gin Pro Ser Pro Glu Asp Glu Leu Tyr 
50 

Gin Gly Pro Ser Pro Gly Ser Val Pro 
65 

Ala Glu Glu Pro Glu Tyr Gly Gly Asp 
80 

Leu Ser Pro Val Ser Ser Pro Pro Ser 
95 

Met Pro Ala Ala Arg Pro Ala Pro Ala 
110 

Pro Pro Ala Cys Thr Thr Leu Thr Gly 
125 

Asn Pro Pro Ala Ser Ala Thr Leu Ser 
140 

Cys Ser Pro Asn Leu Gly Pro Trp lie 
155 

Trp Arg Lys Glu Arg lie Leu Asn Val 
170 
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Phe Cys 
610 



Gly Ser Ser Ala Trp Ser 

10 15 
Asn Leu lie Ala Gly Val 

25 30 
Leu His Pro Leu Asp Leu 

40 45 
Leu 

55 



Leu 


Leu 


Leu 


Leu Ala 


Leu 


10 








15 


Arg 


Ser 


Ala 


Arg Ala 


Arg 


25 








30 


Ala 


Lys 


His 


His Lys 


Thr 


40 








45 


Gly 


Gin 


Val 


Gly Ala 


Pro 


55 








60 


Leu 


Asp 


Asp 


Leu Pro 


Gly 


70 








75 


Gly 


Cys 


Gly Gly Glu 


Arg 


85 








90 


Ala 


Val 


Pro 


Gly Arg 


Arg 


100 








105 


Arg 


Ser 


Cys 


Thr Arg 


Thr 


115 








120 


He 


Thr 


Val 


Val Arg 


Trp 


130 








135 


Arg 


Thr 


Ala 


Val Ser 


Glu 


145 








150 


Arg 


Gin 


Val 


Asn Gin 


Ser 


160 








165 


Pro 


Leu 


Cys 


Lys Glu 


Asp 


175 








180 
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Cys 




Aircf 


Trp 


X rp 


7\ c:t\ fve ^irtT rpV^*»~ 
V'jfo Xxir 


Ser 


Tyr 


Thr Cys 


Lys 










1 fiR 


ion 








195 




ASXl 


Trp 


His 


Xjjf o V3 J- jr 


nr* r Aqti T^t't^ *V^ir 


Ser Gly lie Asn Glu 










^ u u 


z u o 








210 


Cys 


PiCO 


Ala 


Gly 


Ala L6U 


r^'Vj'ci G^T* T'Vi'r* PVi y-N 


VjJLu, 


Ser 


xyi jTiits 


XT J. \J 












zz u 








225 




Pro 


Ala 


Ala 


T Ail f^Ta 


JUcu XJup 


Ser 


His 


Ser Phe 


Lys 










o o n 










240 


Val 


Ser 


Asn Tyr 


Ser Arg 


Gly Ser Gly Arg 


Cys 


lie 


Gin Met 


Trp 










245 


250 








255 


Phe 


Asp 


Ser 


Ala 


Gin Gly 


Asn Pro Asn Glu 


Glu 


Val 


Ala Lys 


Phe 










260 


265 








270 


Tyr 


Ala 


Ala 


Ala 


Met Asn 


Ala Gly Ala Pro 


Ser 


Arg 


Gly He 


He 










275 


280 








285 



Asp Ser 



<210> 21 
<211> 55 
<212> PRT 
<213> Homo 



sapiens 



<220> 

<221> inisc_f eature 

<223> Incyte ID No: 1721303CD1 

<400> 21 

Met Ala Ser Val Gly Glu Cys Pro Ala Pro Val Pro Val Lys Asp 
1 5 10 ' 15 

Lys Lys Leu Leu Glu Val Lys Leu Gly Glu Leu Pro Ser Trp He 

20 25 30 

Leu Met Arg Asp Phe Ser Pro Ser Gly He Phe Gly Ala Phe Gin 

35 40 45 

Arg Glu His Glu Arg Leu Arg Lys Tyr His 

50 55 



<210> 22 
<211> 272 

<212> PRT 

<213> HoiP»o sapiens 
<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7502007CD1 



<400> 22 

Met Gly Ser Gly His Cys Leu Arg Ser Thr Arg Gly Ser Lys Met 
15 10 15 

Val Ser Trp Ser Val He Ala Lys He Gin Glu He Leu Gin Arg 

20 25 30 

Lys Met Val Arg Glu Phe Leu Ala Glu Phe Met Ser Thr Tyr Val 

35 40 45 

Met Met Val Phe Gly Leu Gly Ser Val Ala His Met Val Leu Asn 

50 55 60 

Lys Lys Tyr Gly Ser Tyr Leu Gly Val Asn Leu Gly Phe Gly Phe 

65 70 75 
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Gly Val Thr Met Gly Val His Val 
80 

His Met Asn Ala Ala Val Thr Phe 
95 

Val Pro Trp Arg Lys Phe Pro Val 

110 

Gly Ser Phe Leu Ala Ala Ala Thr 
125 

Ala lie Leu His Phe Ser Gly Gly 
140 

Val Ala Thr Ala Gly lie Phe Ala 
155 

Thr Leu Trp Arg Gly Phe Leu Asn 
170 

Leu Gin Leu Cys Leu Phe Ala lie 
185 

Ala Leu Pro Gly Thr Glu Ala Leu 

200 

He He Gly Val Ser Leu Gly Met 
215 

Pro Ser Arg Asp Leu Pro Pro Arg 

230 

Trp Gly Lys Gin Val Phe Arg Trp 
245 

Trp Leu His His Pro Thr Gly Ala 
260 

Gly Val 



<210> 23 
<211> 188 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7506439CD1 

<400> 23 

Met Leu Gly Lys Leu Ala Met Leu 

1 5 
Leu Ala Leu Leu Leu Pro Thr Leu 
20 

Arg Ser Arg Asn Thr Thr Arg Pro 
35 

Tyr Leu Leu Thr Asn Tyr Arg Lys 
50 

Trp Arg Lys Pro Thr Thr Val Ser 
65 

He Leu Asn Val Asp Glu Lys Asn 
80 

Trp Tyr Arg Gin Tyr Trp Thr Asp 
95 

Glu Asp Phe Asp Asn He Thr Lys 
110 

He Trp Val Pro Asp He Leu He 



Ala Gly 


Arg He 


Ser 


Gly 


Ala 




85 








90 


Ala 


Asn 


Cys Ala 


Leu 


Gly 


Arg 




100 








105 


Tyr Val 


Leu Gly Gin 


Phe 


Leu 




115 








120 


He 


Tyr 


Ser Leu 


Phe 


Tyr 


Thr 




130 








135 


Gin 


Leu 


Met Val 


Thr 


Gly 


Pro 




145 








150 


Thr 


Tyr 


Leu Pro 


Asp 


His 


Met 




160 








165 


Glu 


Ala 


Trp Leu 


Thr 


Gly 


Met 




175 








180 


Thr 


ASD 


Gin Glu 


Asn 


Asn 


Pro 




190 








195 


Val 


He 


Gly He 


Leu 


Val 


Val 




205 








210 


Asn 


Thr 


Gly Tyr Ala 


He 


Asn 




220 








225 


He 


Phe 


Thr Phe 


He 


Ala 


Gly 




235 








240 


His 


His 


Leu Pro 


Gly Leu 


His 




250 








255 


Pro 


Glu 


He Gly Gly 


Phe 


Cys 




265 








270 



Leu 


Trp 


Val 


Gin 


Gin 


Ala 


Leu 




10 










15 


Leu 


Ala 


Gin Gly 


Glu 


Ala 


Arg 




25 










30 


Ala 


Leu 


Leu Arg 


Leu 


Ser 


Asp 




40 










45 


Gly Val 


Arg 


Pro 


Val 


Arg 


Asp 




55 










60 


He Asp 


Val 


He 


Val 


Tyr 


Ala 




70 










75 


Gin 


Val 


Leu 


Thr 


Thr 


Tyr 


He 




85 










90 


Glu 


Phe 


Leu 


Gin 


Trp 


Asn 


Pro 




100 










105 


Leu 


Ser 


He 


Pro 


Thr 


Asp 


Ser 




115 










120 


Asn 


Glu 


Phe 


Val 


Asp Val 


Gly 
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PCT/US03/09797 





125 


130 






135 


Lys Ser Pro 


Asn He Pro Tyr Val Tyr 


He 


Arg His Gin 


His 


Leu 


140 


145 






150 


Phe Val Ala 


Leu Ala Arg Lys Gly Glu 


He 


Arg Gin Glu 


Cys 


Leu 




155 


160 






165 


His Glu Pro 


Gly Arg Val Gly Val Ala 


Gly 


Gly Ala Ala 


Leu 


Leu 




170 


175 






180 


Ser Gly Val 


Gin His Gly Lys Gin 












185 











<210> 24 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7509243CD1 

<400> 24 



Met 


Pro 


Ser 


Ala 


Gly Leu Cys 


Ser 


Cys 


Trp 


Gly 


Gly Arg Val Leu 


1 








5 






10 




15 


Pro 


Leu 


Leu 


Leu 


Ala Tyr Val 


Cys 


Tyr 


Leu 


Leu 


Leu Gly Ala Thr 










20 






25 




30 


He 


Phe 


Gin 


Leu 


Leu Glu Arg 


Gin 


Ala 


Glu 


Ala 


Gin Ser Arg Asp 










35 






40 




45 


Gin 


Phe 


Gin 


Leu 


Glu Lys Leu 


Arg 


Phe 


Leu 


Glu 


Asn Tyr Thr Cys 










50 






55 




60 


Leu 


Asp 


Gin 


Trp 


Ala Met Glu 


Gin 


Phe 


val 


Gin 


Val He Met Glu 










65 






70 




75 


Ala 


Trp 


Val 


Lys 


Gly Val Asn 


Pro 


Lys 


Gly 


Asn 


Ser Thr Asn Pro 










80 






85 




90 


Ser 


Asn 


Trp 


Asp 


Phe Gly Ser 


Ser 


Phe 


Phe 


Phe 


Ala Gly Thr Val 








95 






100 




105 


Val 


Thr 


Thr 


He 


Gly His 




















110 













<210> 25 

<211> 46 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc„feature 

<223> Incyte ID No: 7509404CD1 

<400> 25 

Met Lys Phe Leu Leu Thr Thr Ala Phe Leu He Leu He Ser Leu 
15 10 15 

Trp Val Glu Glu Ala Tyr Ser Lys Glu Lys Ser Ser Lys Lys Gly 

20 25 30 

Lys Gly Lys Lys Lys Gin Tyr Leu Cys Pro Ser Glu Arg Leu Tyr 

35 40 45 

His 



25/115 



wo 03/083085 



<210> 26 

<211> 204 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7509439CD1 



<400> 26 



Met 


Phe 


Ser 


Arcr 


Ala 


Glv 


Val 


Ala Gly Leu Ser Ala Trp 


Thr Leu 


1 








5 






10 


15 


Gin 


Pro 


Gin 


TrD 


lie 


Gin 


Val 


Arg Asn Met Ala Thr Leu Lys Asp 










20 






25 


30 


lie 


Thr 


Arcr 


Arcr 


Leu 


LvS 


Ser 


He Lys Asn He Gin Lys 


He Thr 










35 






40 


45 


Lys 


Ser 


Met 


LVS 


Met 


Val 


Ala 


Ala Ala Lys Tyr Ala Arg Ala Glu 










50 






55 


60 




Glu 


Leu 


Lys 


Pro 


Ala 


Arcr 


He Tyr Gly Leu Gly Ser Leu Ala 










65 






70 


75 


Leu 




Glu 


Lys 


Ala 


Asp 


He 


Lys Gly Pro Glu Asp Lys 


Lys Lys 










80 






85 


90 


His 


Leu 


Leu 


lie 


Gly 


Val 


Ser 


Ser Asp Arg Gly Leu Cys 


Gly Ala 










95 






100 


105 


lie 


His 


Ser 


Ser 


lie 


Ala 


Lys 


Gin Met Lys Ser Glu Val 


Ala Thr 










110 






115 


120 


Leu 


Thr 


Ala 


Ala 


Gly 


Lys 


Glu 


Val Met Leu Val Gly He 


Gly Asp 










125 






130 


135 


Lys 


lie 


Arg 


Gly 


He 


Leu 


Tyr 


Ser Ser Leu Gin Val Leu 


Lys Glu 










140 






145 


150 


Arg 


Asn 


Asp 


Asp 


Ser 


Val 


Trp 


Asn Asn Ser Gly Asn His 


His His 










155 






160 


165 


Pro 


Tyr 


Pro 


Lys 


Asp 


Leu 


He 


His Gly Leu He Leu Thr 


Ser Phe 










170 






175 


180 


Trp 


Trp 


His 


Ser 


Lys 


Lys 


Trp 


Glu Glu Ser Pro Pro Leu Leu Glu 










185 






190 


195 


Met 


Arg 


Gin 


Ser 


Leu 


Pro 


Leu 


Asn Tyr 












200 











<210> 27 
<211> 1400 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> incyte ID No: 7510202CD1 



<400> 27 




















Met 


Ser Lys Arg 


Arg 


Met 


Ser 


Val 


Gly Gin Gin Thr 


Trp 


Ala 


Leu 


1 




5 








10 








15 


Leu 


Cys Lys Asn 


Cys 


Leu 


Lys 


Lys 


Trp Arg Met 




Arg 


Gin 


Thr 






20 








25 








30 


Leu 


Leu Glu Trp 


Leu 


Phe 


Ser 


Phe 


Leu Leu Val 


Leu 


Phe 


Leu 


Tyr 






35 








40 








45 


Leu 


Phe Phe Ser 


Asn 


Leu 


His 


Gin 


Val His Asp 


Thr 


Pro 


Gin 


Met 
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Ser Ser Met 
Tyr Val lie 
Met Asn Lys 
Met Gly Trp 
Tyr Ser lie 
Tyr His Leu 
Glu His Arg 
Met Lys Cys 
Phe Gin Ala 
His Ser Val 
Lys lie Leu 
Phe lie Phe 
Val Ser Val 
Met Thr Met 
Gly Leu Met 
Ala Leu lie 
Val Met Val 
Thr Leu Ala 
Thr Gly Leu 
Gly Phe Pro 
Thr Leu Cys 
Gin Leu lie 
Asp Ser Ser 
Leu Val Phe 
Asp Lys lie 
Phe Phe Leu 
His Val Val 
Asp Cys Phe 



50 

Asp Leu Gly 
65 

Ala Phe Ala 
80 

Val Ala Ser 
95 

Pro Asp Glu 

110 
Asp Ala Val 

125 
Lys Phe Ser 

140 
Asp His Ser 

155 
Glu Gly Ser 

170 
Ala lie Asn 

185 

Met Glu Gin 

200 
Pro Phe Val 

215 
Phe Cys lie 

^ 230 
Asn Val Thr 

245 
Met Gly Leu 

260 
Tyr Ala Gly 

275 
Val Lys Ser 

290 
Phe Thr Leu 

305 
Phe Leu Met 

320 
Val Val Phe 

335 
Ala Leu Tyr 

350 
Leu Leu Ser 

365 
His Leu Asp 

380 
Gin Asn Pro 

395 
Asp Thr Leu 

410 
Leu Pro Ala 

425 
Lys Ser Cys 

440 
Leu Glu Asn 

455 
Glu Pro Val 



Arg Val Asp 
Pro Glu Ser 
Ala Pro Phe 
Lys Ser Met 
Arg Val lie 
Trp Gly His 
Ala His Cys 
Glu Phe Trp 
Ala Ala lie 
Leu Met Ser 
Ala Gin Gly 
lie Ser Phe 
Gin Glu Arg 
Arg Glu Ser 
Phe lie Leu 
Ala Gin lie 
Phe Leu Leu 
Ser Val Leu 
Leu Leu lie 
Thr His Leu 
Pro Phe Ala 
Tyr Asp Val 
Tyr Leu lie 
Leu Tyr Leu 
Glu Tyr Gly 
Phe Trp Phe 
Glu Thr Asp 
Ser Pro Glu 



55 

Ser Phe Asn 
70 

Lys Thr Thr 
85 

Leu Lys Gly 
100 

Asp Glu Leu 
115 

Phe Thr Asp 
130 

Arg He Pro 
145 

Gin Ala Val 
160 

Glu Lys Gly 

175 

He Glu He 
190 

Val Thr Gly 
205 

Gly Val Ala 
220 

Ser Thr Phe 

235 

Gin Tyr He 
250 

Ala Phe Trp 
265 

He Met Ala 
280 

Val Val Leu 

295 

Tyr Gly Leu 
310 

He Lys Lys 
325 

Val Phe Trp 
340 

Pro Ala Phe 

355 

Phe Thr Val 
370 

Asn Ser Asn 
385 

He Ala Thr 
400 

Val Leu Thr 

415 

His Arg Cys 
430 

Gin His Gly 
445 

Ser Asp Pro 
460 

Phe Cys Gly 



60 

Asp Thr Asn 
75 

Gin Glu He 
90 

Arg Thr He 
105 

Asp Leu Asn 
120 

Thr Phe Ser 
135 

Met Met Lys 
150 

Asn Glu Lys 
165 

Phe Val Ala 

180 

Ala Thr Asn 
195 

Val His Met 
210 

Thr Asp Phe 
225 

He Tyr Tyr 
240 

Thr Ser Leu 
255 

Leu Ser Trp 
270 

Thr Leu Met 
285 

Thr Gly Phe 

300 

Ser Leu He 
315 

Pro Phe Leu 
330 

Gly He Leu 
345 

Leu Glu Trp 

360 

Gly Met Ala 
375 

Ala His Leu 
390 

Leu Phe Met 
405 

Leu Tyr Phe 
420 

Ser Pro Leu 
435 

Arg Ala Asn 
450 

Thr Pro Asn 
465 

Lys Glu Ala 
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470 






475 






480 


lie Arg 


lie 


Lys 


Asn 


Leu 


Lys Lys 


Glu Tyr Ala Gly Lys 


Cys 


Glu 








485 






490 






495 


Arg Val 


Glu 


Ala 


Leu 


Lys 


Gly Val Val Phe 


Asp Xle Tyr 


Glu 


Gly 








500 






505 






510 


Gin lie 


Thr 


Ala 


Leu 


Leu Gly His 


Ser Gly Ala Gly Lys 


Thr 


Thr 








515 






520 






525 


Leu Leu 


Asn 


lie 


Leu 


Ser Gly Leu 


Ser Val 


Pro Thr Ser 


Gly 


Ser 








530 






535 






540 


Val Thr 


Val 


Tyr 


Asn 


His 


Thr Leu 


Ser Arg 


Met Ala Asp 


lie 


Glu 








545 






550 






555 


Asn Xle 


Ser 


Lys 


Phe 


Thr 


Gly Phe 


Cys Pro 


Gin Ser Asn 


Val 


Gin 








560 






565 






570 


Phe Gly 


Phe 


Leu 


Thr 


Val 


Lys Glu 


Asn Leu 


Arg Leu Phe 


Ala 


Lys 








575 






580 






585 


Xle Lys 


Gly lie Leu 


Pro 


His Glu 


Val Glu 


Lys Glu Val 


Leu 


Leu 








590 






595 






600 


Leu Asp 


Glu 


Pro 


Thr 


Ala 


Gly Leu Asp Pro 


Leu Ser Arg 


His 


Arg 








605 






610 






615 


He Trp 


Asn 


Leu 


Leu 


Lys 


Glu Gly Lys Ser Asp Arg Val 


Xle 


Leu 








620 






625 






630 


Phe Seir 


Thr 


Gin 


Phe 


Xle Asp Glu Ala Asp 


Xle Leu Ala 


Asp 


Arg 








635 






640 






645 


Lvs Val 


Phe 


lie 


Ser 


Asn Gly Lys 


Leu Lys 


Cys Ala Gly Ser 


Ser 








650 






655 






660 


Leu Phe 


Leu 


Lys 


Lys 


Lys Trp Gly Xle Gly Tyr His Leu 


Ser 


Leu 








665 






670 






675 


His Leu 


Asn 


Glu 


Arg 


Cys 


Asp Pro 


Glu Ser 


Xle Thr Ser 


Leu 


Val 








680 






685 






690 


Lys Gin 


His 


Xle 


Ser 


Asp Ala Lys 


Leu Thr 


Ala Gin Ser 


Glu 


Glu 








695 






700 






705 


Lys Leu 


Val 


Tyr 


lie 


Leu 


Pro Leu Glu Arg Thr Asn Lys 


Phe 


Pro 








710 






715 






720 


Glu Leu 


Tyr 


Arg 


Asp 


Leu 


Asp Arg 


Cys Ser 


Asn Gin Gly 


Xle 


Glu 








725 






730 






735 


Asp TyiT 


Gly Val 


Ser 


lie 


Thr Thr 


Leu Asn 


Glu Val Phe 


Leu 


Lys 








740 






745 






750 


Leu Glu 


Gly Lys 


Ser 


Thr 


Xle Asp 


Glu Ser 


Asp Xle Gly 


Xle 


Trp 








755 






760 






765 


Gly Gin 


Leu 


Gin 


Thr 


Asp Gly Ala Lys Asp 


Xle Gly Ser 


Leu 


Val 








770 






775 






780 


Glu Leu 


Glu 


Gin 


Val 


Leu 


Ser Ser 


Phe His 


Glu Thr Arg 


Lys 


Thr 








785 






790 






795 


Xle Sbt 


Gly Val 


Ala 


Leu Trp Arg 


Gin Gin 


Val Cys Ala 


Xle 


Ala 








800 






805 






810 


Lys Val 


Arg 


Phe 


Leu 


Lys 


Leu Lys 


Lys Glu 


Arg Lys Ser 


Leu 


Trp 








815 






820 






825 


Thr lie 


Leu 


Leu 


Leu 


Phe 


Gly lie 


Ser Phe 


Xle Pro Gin 


Leu 


Leu 








830 






835 






840 


Glu His 


Leu 


Phe Tyr 


Glu 


Ser Tyr 


Gin Lys 


Ser Tyr Pro 


Tip 


Glu 








845 






850 






855 


Leu Ser 


Pro 


Asn 


Thr 


Tyr 


Phe Leu 


Ser Pro Gly Gin Gin 


Pro 


Gin 








860 






865 






870 


Asp Pro 


Leu 


Thr 


His 


Leu 


Leu Val 


lie Asn Lys Thr Gly 


Ser 


Thr 








875 






880 






885 


Xle Asp 


Asn 


Phe 


Leu 


His 


Ser Leu Arg Arg 


Gin Asn Xle 


Ala 


Xle 
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890 895 900 

Glu Val Asp Ala Phe Gly Thr Arg Asn Gly Thr Asp Asp Pro Ser 
905 910 915 

Tyr Asn Gly Ala lie lie Val Ser Gly Asp Glu Lys Asp His Arg 
920 925 930 

Phe Ser lie Ala Cys Asn Thr Lys Arg Leu Asn Cys Phe Pro Val 
935 940 945 

Leu Leu Asp Val lie Ser Asn Gly Leu Leu Gly lie Phe Asn Ser 
950 955 960 

Ser Glu His He Gin Thr Asp Arg Ser Thr Phe Phe Glu Glu His 
965 970 975 

Met Asp Tyr Glu Tyr Gly Tyr Arg Ser Asn Thr Phe Phe Trp He 
980 985 990 

Pro Met Ala Ala Ser Phe Thr Pro Tyr He Ala Met Ser Ser He 
995 1000 1005 

Gly Asp Tyr Lys Lys Lys Ala His Ser Gin Leu Arg He Ser Gly 

1010 1015 1020 

Leu Tyr Pro Ser Ala Tyr Trp Phe Gly Gin Ala Leu Val Asp Val 

1025 1030 1035 

Ser Leu Tyr Phe Leu He Leu Leu Leu Met Gin He Met Asp Tyr 

1040 1045 1050 

He Phe Ser Pro Glu Glu He He Phe He He Gin Asn Leu Leu 

1055 1060 1065 

He Gin He Leu Cys Ser He Gly Tyr Val Ser Ser Pro Val Phe 

1070 1075 1080 

Leu Thr Tyr Val He Ser Phe He Phe Arg Asn Gly Arg Lys Asn 

1085 1090 1095 

Ser Gly He Trp Ser Phe Phe Phe Leu He Val Val He Phe Ser 

1100 1105 ' 1110 

He Val Ala Thr Asp Leu Asn Glu Tyr Gly Phe Leu Gly Leu Phe 

1115 1120 1125 

Phe Gly Thr Met Leu He Pro Pro Phe Thr Leu He Gly Ser Leu 

1130 1135 1140 

Phe He Phe Ser Glu He Ser Pro Asp Ser Met Asp Tyr Leu Gly 

1145 1150 1155 

Ala Ser Glu Ser Glu He Val Tyr Leu Ala Leu Leu He Pro Tyr 

1160 1165 1170 

Leu His Phe Leu He Phe Leu Phe He Leu Arg Cys Leu Glu Met 

1175 1180 1185 

Asn Cys Arg Lys Lys Leu Met Arg Lys Asp Pro Val Phe Arg He 

1190 1195 1200 

Ser Pro Arg Ser Asn Ala He Phe Pro Asn Pro Glu Glu Pro Glu 

1205 1210 1215 

Gly Glu Glu Glu Asp He Gin Met Glu Arg Met Arg Thr Val Asn 

1220 1225 1230 

Ala Met Ala Val Arg Asp Phe Asp Glu Thr Pro Val He He Ala 

1235 1240 1245 

Ser Cys Leu Arg Lys Glu Tyr Ala Gly Lys Lys Lys Asn Cys Phe 

1250 1255 1260 

Ser Lys Arg Lys Lys Thr He Ala Thr Arg Asn Val Ser Phe Cys 

1265 1270 1275 

Val Lys Lys Gly Glu Val He Gly Leu Leu Gly His Asn Gly Ala 

1280 1285 1290 

Gly Lys Ser Thr Thr He Lys Met He Thr Gly Asp Thr Lys Pro 

1295 1300 1305 

Thr Ala Gly Gin Val He Leu Lys Gly Ser Gly Gly Gly Glu Pro 
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1310 








1315 






1320 


Lieu Glv Phe 


Leu 


Gly 


Tvr 


Cys 


Pro 


Gin 


Glu 


Asn Ala 


Leu 


Trp Pro 




1325 








1330 






1335 


Ash lieu Thr 


Val 


Arg 


Gin 


His 


Leu 


Glu 


Val 


Tyr Ala Ala Val Lys 




1340 








1345 






1350 


GTv Xjeii Atto 


Lys 


Gly 


Asp 


Ala 


Met 


lie 


Ala 


lie Thr 


Arg 


Leu Val 




1355 








1360 






1365 


Asp Ala Leu 


Lys 


Leu 


Gin 


Asp 


Gin 


Leu 


Lys 


Ala Pro 


Val 


Lys Thr 




1370 








1375 






1380 


r»eii Seir Glu 


Gly 


lie 


Lys 


Arg 


Lys 


Val 


Arg 


Ala Gly Leu Val Val 




1385 








1390 






1395 


Ala Leu Gin 


Val 


Pro 




















1400 


















<210> 28 






















<211> 438 






















<212> PRT 






















<213> Homo sapiens 


















<220> 






















<221> misc„f eature 


















<223> Incyte ID 




7510203CD1 












<400> 28 






















Met Gin Ala 


Thr 


Arg 


Asn 


Ala 


Ala 


Asp 








ZSA c rn ly ■ > 


1 














1 0 








lie Ser Gin 


Leu 


Lys 


Ala 


Glu 


Asn 


Ser 


Ser 


V3 J. U 


A1 Pi 

JCXJ-CX 


















^ -J 








Ser Thr Ser 


Pro 


AX a 


Ser 


Met 


Gly 


Leu 


Phe 


O CJL XT X. Vj 










35 










4.0 






45 


Leu Phe Ser 


Pro 


Gly 


Asn 


Leu 


Tyr 


lie 


IT i. \J 




XrX, \J 








50 










55 








Lys Ala Ala 


Pro 


Asn 


Gly 


Ser 


Ser 


Asp 


lie 


Arg Phe 


Tyr 


JLJ\S\JL X X JUL 






65 










70 






75 


Val Tyr Ala 


Thr 


lie 


Ala 


Gly 


Val 


Asn 


Sot* 


Leu Cys 


Thr 


L^u Leu 






80 










85 






90 


Arg Ala Val 


Leu 


Phe 


Ala 


Ala 


Gly 


Thr 


Leu 


Gin Ala 


Ala 


Ala Thr 






95 










100 






105 


Leu His Arg 


Arg 


Leu 


Leu 


His 


Arg 


Val 


Leu 


Met Ala 


Pro 


Val Thr 






110 










115 








Phe Phe Asn 


Ala 


Thr 


Pro 


Thr 


Gly Arg 


lie 


Leu Asn 


Arg 


Phe Ser 






125 










130 






135 


Ser Asp Val 


Ala 


Cys 


Ala 


Asp 


Asp 


Ser 


Leu 


Pro Phe 


lie 


Leu Asn 






140 










145 






150 


lie Leu Leu 


Ala 


Asn 


Ala 


Ala 


Gly 


Leu 


Leu 


Gly Leu 


Leu 


Ala Val 






155 










160 






165 


Leu Gly Ser 


Gly 


Leu 


Pro 


Tarp 


Leu 


Leu 


Leu 


Leu Leu 


Pro 


Pro Leu 






170 










175 






180 


Ser lie Met 


Tyr 


Tyr 


His 


Val 


Gin Arg 


His 


Tyr Arg Ala 


Ser Ser 






185 










190 






195 


Arg Glu Leu 


Arg 


Arg 


Leu 


Gly 


Ser 


Leu 


Thr 


Leu Ser 


Pro 


Leu Tyr 






200 










205 






210 


Ser His Leu 


Ala 


Asp 


Thr 


Leu 


Ala 


Gly 


Leu 


Ser Val 


Leu 


Arg Ala 






215 










220 






225 


Thr Gly Ala 


Thr 


Tyr 


Arg 


Phe 


Glu 


Glu 


Glu 


Asn Leu 


Arg 


Leu Leu 






230 










235 






240 
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Glu Leu Asn Gin Arg Cys Gin Phe Ala Thr Ser Ala Thr Met Gin 

245 250 255 

Trp Leu Asp lie Arg Leu Gin Leu Met Gly Ala Ala Val Val Ser 

260 265 270 

Ala lie Ala Gly He Ala Leu Val Gin His Gin Gin Gly Leu Ala 

275 280 285 

Asn Pro Gly Leu Val Gly Leu Ser Leu Ser Tyr Ala Leu Ser Leu 

290 295 300 

Thr Gly Leu Leu Ser Gly Leu Val Ser Ser Phe Thr Gin Thr Glu 

305 310 315 

Ala Met Leu Val Ser Val Glu Arg Leu Glu Glu Tyr Thr Cys Asp 

320 325 330 

Leu Pro Gin Glu Pro Gin Gly Gin Pro Leu Gin Val Gly Leu Tyr 

335 340 345 

Pro His Pro Arg Pro Lys Leu Trp Asn Pro Glu Gly Pro Ser Leu 

350 355 360 

Pro His Asn Ser Phe Leu Phe Ala His Pro Ser Phe Ser Ala Pro 

365 370 375 

He Thr Ser Leu His Asp Asp His Asn Ser Ser Pro Cys Pro Phe 

380 385 390 

Phe Pro He Ser His Ser Leu He Pro Leu Thr Leu Ser He Ser 

395 400 405 

His Tyr Ser Pro Leu Leu Thr He Ala Pro His Leu Pro Tyr Leu 

410 415 420 

Pro Phe Pro Val Cys Leu Pro Pro Met Asp Pro Thr Ser Trp Ala 

425 430 435 

Pro Ala Gly 



<210> 29 
<211> 871 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7510208CD1 

<400> 29 

Met Gly Phe Leu His Gin Leu Gin Leu Leu Leu Trp Lys Asn Val 

15 10 15 

Thr Leu Lys Arg Arg Ser Pro Trp Val Leu Ala Phe Glu He Phe 

20 25 30 
He Pro Leu Val Leu Phe Phe He Leu Leu Gly Leu Arg Gin Lys 

35 40 45 

Lys Pro Thr He Ser Val Lys Glu Val Ser Phe Tyr Thr Ala Ala 

50 55 60 

Pro Leu Thr Ser Ala Gly He Leu Pro Val Met Gin Ser Leu Cys 

65 70 75 

Pro Asp Gly Gin Arg Asp Glu Phe Gly Phe Leu Gin Tyr Ala Asn 

80 85 90 
Ser Thr Val Thr Gin Leu Leu Glu Arg Leu Asp Arg Val Val Glu 

95 100 105 

Glu Gly Asn Leu Phe Asp Pro Ala Arg Pro Ser Leu Gly Ser Glu 

110 115 120 
Leu Glu Ala Leu Arg Gin His Leu Glu Ala Leu Ser Ala Gly Pro 
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Gly Thr Ser 
Ser Leu Asp 
Leu Thr Gin 
Leu Ala Ala 
Gly Pro Ser 
Gin Glu Pro 
Glu Glu Leu 
Thr Pro Gly 
Ser Gin Lys 
Gly Gin Ala 
Glu Leu Arg 
Gly Leu Asp 
Pro Pro Arg 
Gin Lys Val 
Leu Leu Pro 
Ala Ser Gly 
Val Met Gly 
Ala Ala Leu 
Phe Val Gin 
Asn Arg Thr 
Ser Leu Gly 
Val His Leu 
Gly Ser Glu 
Ala Phe Val 
lie Ser Ala 
Gin His Leu 
His Pro Glu 
Leu Arg Gin 



125 

Gly Ser His 
140 

Ser Val Ala 

155 
Asn Leu Ser 

170 
Arg Val Asp 

185 

Ser Ala Leu 

200 
Trp Ser Arg 

215 
Leu Leu Ala 

230 
Ser Gly Glu 

245 

Gly Ala Leu 

260 
Ala Ala Arg 

275 

Asn Gin Leu 
290 

Ala Pro Asn 

305 
Arg Leu Gin 

320 
Leu Gin Asp 

335 

Gin Gly Ala 

350 

Ala Gly Gly 

365 
Pro Asn Ala 

380 
Ala Thr Pro 

395 
Leu Trp Ala 

410 
lie Glu Pro 

425 
Phe Thr Ser 

440 
Met Thr Ser 

455 
Val Asp Arg 

470 
Gly Asn Val 

485 
Glu He Arg 

500 

Arg Trp Leu 
515 

Ala Leu Asn 

530 
Asp Asn Phe 



Leu Asp Arg 
Arg Asn Pro 
Leu Pro Asn 
Pro Pro Glu 
Asp Ser Gin 
Leu Gly Gly 
Pro Ala Leu 
Leu Gly Arg 
Gin Gly Tyr 
Ala Arg Arg 
Asp Val Ala 
Gly Ser Asp 
Ala Leu Leu 
Val Asp Val 
Cys Thr Gly 
Ala Ala Asn 
Thr Ala Glu 
Asp Thr Leu 
Gly Leu Gin 
Glu Ala Lsu 
Lys Glu Gin 
Asn Pro Lys 
Val He Leu 
Thr His Tyr 
Ser Phe Leu 
Gin Gin Tyr 
Leu Ser Leu 
Ser Leu Pro 



130 

Ser Thr Val 
145 

Gin Glu Leu 

160 

Ser Thr Ala 
175 

Val Tyr His 
190 

Ser Gly Leu 
205 

Asn Pro Leu 
220 

Leu Glu Gin 
235 

He Leu Thr 

250 

Arg Asp Ala 
265 

Phe Ser Gly 
280 

Lys Val Ser 

295 

Ser Ser Pro 
310 

Gly Asp Leu 
325 

Leu Ser Ala 
340 

Arg Thr Pro 

355 

Gly Thr Gly 
370 

Glu Gly Ala 
385 

Gin Gly Gin 
400 

Pro He Leu 

415 

Arg Arg Gly 
430 

Arg Asn Leu 
445 

He Leu Tyr 
460 

Lys Ala Asn 
475 

Ala Gin Val 
490 

Glu Gin Gly 
505 

Val Ala Glu 
520 

Asp Glu Leu 

535 

Ser Gly Met 



135 

Ser Ser Phe 
150 

Trp Arg Phe 
165 

Gin Ala Leu 
180 

Leu Leu Phe 
195 

His Lys Gly 
210 

Phe Arg Met 
225 

Leu Thr Cys 

240 

Val Pro Glu 
255 

Val Cys Ser 
270 

Leu Ser Ala 
285 

Gin Gin Leu 
300 

Gin Ala Pro 
315 

Leu Asp Ala 
330 

Leu Ala Leu 
345 

Gly Pro Pro 

360 

Ala Gly Ala 
375 

Pro Ser Ala 
390 

Cys Ser Ala 
405 

Cys Gly Asn 

420 

Asn Met Ser 
435 

Gly Leu Leu 
450 

Ala Pro Ala 
465 

Glu Thr Phe 
480 

Trp Leu Asn 
495 

Arg Leu Gin 
510 

Leu Arg Leu 
525 

Pro Pro Ala 

540 

Ala Leu Leu 
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545 

Gin Gin Leu Asp Thr lie Asp Asn 
560 

Phe Met Ser Lys Val Ser Val Asp 
575 

Glu Glu Ser lie Val Asn Tyr Thr 
590 

Asn Val Thr Val Phe Ala Ser Val 

605 

Gly Ser Leu Pro Pro His Val His 
620 

Ser Phe Thr Glu Lys Thr Asn Glu 

635 

Pro Gly Pro Asn Thr Gly Gly Arg 
650 

Val Trp lie Gin Asp Met Met Glu 

665 

Val Gly His Asp Val Val Glu Pro 
680 

Pro Tyr Pro Cys Tyr Thr Arg Asp 

695 

His Met Met Pro Leu Cys Met Val 
710 

Ala Met Thr lie Gin His lie Val 

725 

Lys Glu Val Arg Gly Pro Gly Leu 
740 

Arg Glu Gly Arg Arg Pro Pro Arg 

755 

Pro Pro Ala Gly Asp Glu Asp His 
770 

Leu Gly Gly Leu Val His His Arg 
785 

Arg Asp Ser Thr His Arg His Pro 
800 

Ala Gin Pro Arg Gly His His Leu 
815 

Gly Gly His His His Val Leu Leu 
830 

Gin Gly Gin Ala Gly Leu Gly Leu 
845 

Glu Leu Arg Ala Leu His Val Arg 
860 

Ala 



<210> 30 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> incyte ID No: 7510446CD1 

<400> 30 





0 o u 






AT a 


AX a. 


Cys 


xsX^ X X^ XXt^ VsXXi. 




9 0 3 






T1 f> 


XrXie 


Lys 


\aXy JrxX& irxo risp 








RPR 
3 0 3 




Asn 


urXXl 


A1 a TH^T^ fin Tl A an 
aXcL ^jfX WXU 




RQ R 




0 uu 


T1 o 

x±e 


irne 


isxn 


inr Axy uys Asp 




OX\J 




^^1 R 
0 X3 


Tyr 


Lys 


X j.e 


Arg Gin Asn Ser 










±±e 


Arg 


Arg 


Ala Tyr Trp Arg 




fZA n 
o^u 






irne 


Tyr 


Fne 


Leu Tyr Gly Phe 




ODD 




oou 


Arg 


A J. a 


xxe 


XI e Asp Thr Phe 




0 / u 




"7 «^ 
0 / D 


v»j-y 


Ser 


Tyr 


vax urxn jxieu irne 




OOD 






Asp 


xrXie 


Leu 


Irne vax xxe v^xu 




•700 




•7nc 

/ UD 


± j.e 


Ser 


Trp 


xr-aT THrv Cov T7al 

vax lyr oer vax 




•71 R 




•70 A 


AX a. 


m 11 
V9XU 


Lys 


vvxu nxs Arg jjsu 




/ J U 




"7 "3 


Ser 


Leu 


isXU 


TV ^ 9^ TV ^^^v TV 1 ^ V 

Ax a Arg ax a v^xy 




•7 yi c 




*7 en 

/ 3U 


laiy 


Leu 


Pro 


^xn Axa irro laxy 




/ 0 u 




/ OD 


\sXy 


Pro 


VjXU 


i3xn Arg oxy Axa 




*7 *? R 
/ ID 




/o\j 


Leu 


Cys 


AX a 


TV *1 s TTsI XT '4 0 T 

AX a vax xixs i^eu 




•7 Q 




•7 Q R 


(7J.U 


vax 


Arg 


Pro Gly Ala Tyr 








Q*i n 


2Vl a 

Axa 


Leu 


Pro 


V7xy oer Lieu Arg 




820 




825 


Pro 


Gly 


Val 


Cys Ala Val Leu 




835 




840 


Arg 


Trp 


His 


His Leu Leu Pro 




850 




855 


Gly 


Asp 


Pro 


Arg Gly Gly Gly 




865 




870 
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Met Glu Gin Ser Arg Ser Gin Gin Arg Gly Gly Glu Gin Ser Trp 
15 10 15 

Trp Gly Ser Asp Pro Gin Tyr Gin Tyr Met Pro Phe Glu His Cys 

20 25 30 

Tlir Ser Tyr Gly Leu Pro Ser Glu Asn Gly Gly Leu Gin His Arg 

35 40 45 

Leu Arg Lys Asp Ala Gly Pro Arg His Asn Val His Pro Thr Gin 

50 55 60 

lie Tyr Gly His His Lys Glu Gin Phe Ser Asp Arg Glu Gin Asp 

65 70 75 

lie Gly Met Pro Lys Lys Thr Gly Ser Ser Ser Thr Val Asp Ser 

80 85 90 

Lys Asp Glu Asp His Tyr Ser Lys Cys Gin Gly Asp Gly Asp 

95 100 

<210> 31 
<211> 336 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc^feature 

<223> Incyte ID No: 7505294CD1 

<400> 31 



Met Ala Ser Asp 


Pro 


He 


Phe 


Thr 


Leu Ala 


Pro 


Pro 


Leu His 


Cys 


1 


5 








10 








15 


His Tyr Gly Ala 


Phe 


Pro 


Pro 


Asn 


Ala Ser 


Gly Txp Glu Gin 


Pro 




20 








25 








30 


Pro Asn Ala Ser 


Gly Val 


Ser 


val 


Ala Ser 


Ala 


Ala 


Leu Ala 


Ala 




35 








40 








45 


Ser Ala Ala Ser 


Arg 


Val 


Ala 


Thr 


Ser Thr 


Asp 


Pro 


Ser Cys 


Ser 




50 








55 








60 


Gly Phe Ala Pro 


Pro 


Asp 


Phe 


Asn 


His Cys 


Leu 


Lys 


Asp Trp 


Asp 




65 








70 








75 


Tyr Asn Gly Leu 


Pro 


Val 


Leu 


Thr 


Thr Asn 


Ala 


He 


Gly Gin Trp 




80 








85 








90 


Asp Leu Val Cys 


Asp 


Leu 


Gly 


Trp 


Gin Val 


He 


Leu 


Glu Gin 


He 




95 








100 








105 


Leu Phe XI e Leu 


Gly 


Phe 


Ala 


Ser 


Gly Tyr 


Leu 


Phe 


Leu Gly Tyr 




110 








115 








120 


Pro Ala Asp Arg 


Phe 


Gly 


Arg 


Arg 


Gly He 


Val 


Leu 


Leu Thr 


Leu 




125 








130 








135 


Gly Leu Val Gly 


Pro 


Cys 


Gly 


Val 


Gly Gly 


Ala 


Ala 


Ala Gly 


Ser 




140 








145 








150 


Ser Thr Gly Val 


Met 


Ala 


Leu 


Arg 


Phe Leu 


Leu Gly 


Phe Leu 


Leu 




155 








160 








165 


Ala Gly Val Asp 


Leu Gly 


Val 


Tyr 


Leu Met 


Arg 


Leu Glu Leu Cys 




170 








175 








180 


Asp Pro Thr Gin 


Arg 


Leu 


Arg 


Val 


Ala Leu 


Ala 


Gly 


Glu Leu 


Val 




185 








190 








195 


Gly val Gly Gly 


His 


Phe 


Leu 


Phe 


Leu Gly 


Leu 


Ala 


Leu Val 


Ser 




200 








205 








210 


Lys Asp Trp Arg 


Phe 


Leu 


Gin 


Arg Met He 


Thr 


Ala 


Pro Cys 


He 




215 








220 








225 


Leu Phe Leu Phe 


Tyr 


Gly 


Trp 


Pro 


Gly Leu 


Phe 


Leu 


Glu Ser 


Ala 
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230 235 240 

Arg Trp Leu lie Val Lys Arg Gin He Glu Glu Ala Gin Ser Val 

245 250 255 

Leu Arg He Leu Ala Glu Arg Asn Arg Pro His Gly Gin Met Leu 

260 265 270 

Gly Glu Glu Ala Gin Glu Ala Leu Gin Ala Ser Leu Pro Met Pro 

275 280 285 

Phe Ala Thr Ala Thr Ser Leu Trp Glu Glu Glu Gly Ala His Arg 

290 295 300 

Thr Ser Thr Cys Ala Leu Cys Trp Pro Ala Ala Pro Gin Pro Trp 

305 310 315 

Pro Val Ser Ser Trp Gly Ser Pro Trp Thr Asp Leu Ala Ala Gly 

320 325 330 

Ala Ser Phe Phe Ser Pro 

335 

<210> 32 
<211> 271 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7505631CD1 

<400> 32 

Met Asp Asp Phe He Ser He Ser Leu Leu Ser Leu Ala Met Leu 
15 10 15 

Val Gly Cys Tyr Val Ala Gly He He Pro Leu Ala Val Asn Phe 
20 25 30 

Ser Glu Glu Arg Leu Lys Leu Val Thr Val Leu Gly Ala Gly Leu 
35 40 45 

Leu Cys Gly Thr Ala Leu Ala Val He Val Pro Glu Gly Val His 
50 55 60 

Ala Leu Tyr Glu Asp He Leu Glu Gly Lys His His Gin Ala Ser 
65 70 75 

Glu Thr His Asn Val He Ala Ser Asp Lys Ala Ala Glu Lys Ser 
80 85 90 

Val Val His Glu His Glu His Ser His Asp His Thr Gin Leu His 
95 100 105 

Ala Tyr He Gly Val Ser Leu Val Leu Gly Phe Val Phe Met Leu 
110 115 120 

Leu Val Asp Gin He Gly Asn Ser His Val His Ser Thr Asp Asp 
125 130 135 

Pro Glu Ala Ala Arg Ser Ser Asn Ser Lys He Thr Thr Thr Leu 
140 145 150 

Gly Leu Val Val His 2Vla Ala Ala Asp Gly Val Ala Leu Gly Ala 
155 160 165 

Ala Ala Ser Thr Ser Gin Thr Ser Val Gin Leu He Val Phe Val 
170 175 180 

Ala He Met Leu His Lys Ala Pro Ala Ala Phe Gly Leu Val Ser 
185 190 195 

Phe Leu Met His Ala Gly Leu Glu Arg Asn Arg He Arg Lys His 
200 205 210 

Leu Leu Val Phe Ala Leu Ala Ala Pro Val Met Ser Met Val Thr 
215 220 225 
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Tyr Leu Gly Leu Ser Lys Ser Ser Lys Glu Ala Leu Ser Glu Val 

230 235 240 

Asn Ala Thr Gly Val Ala Met Leu Phe Ser Ala Gly Thr Phe Leu 

245 250 255 

Tyr Val Ala Thr Val Arg Lys Val Ala Gin He Gly Tyr Ser Cys 

260 265 270 

Met 



<210> 33 
<211> 107 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> inisc_feature 

<223> Incyte ID No: 7506561CD1 



<400> 33 

Met Ala Trp Gin Met Met Gin Leu Leu Leu Leu Ala Leu Val Thr 
15 10 15 

Ala Ala Gly Ser Ala Gin Pro Arg Ser Ala Arg Ala Arg Thr Asp 

20 25 30 

Leu Leu Asn Val Cys Met Asn Ala Lys His His Lys Thr Gin Pro 

35 40 45 

Ser Pro Glu Asp Glu Leu Tyr Gly Gin Cys Ser Pro Trp Lys Lys 

50 55 60 

Asn Ala Cys Cys Thr Ala Ser Thr Ser Gin Glu Leu His Lys Asp 

65 70 75 

Thr Ser Arg Leu Tyr Asn Phe Asn Trp Asp His Cys Gly Gin Pro 

80 85 90 

Glu Leu Ala Gin Arg Ala His Ser Glu Arg Ala Pro Val Gin Arg 

95 100 105 

Gly Leu 



<210> 34 
<211> 249 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7510733CD1 



<400> 34 




















Met Gin 


Pro Glu 


Gly 


Ala Glu Lys Gly Lys 


Ser 


Phe 


Lys 


Gin Arg 


1 




5 






10 










15 


Leu Val 


Leu Lys 


Ser 


Ser 


Leu Ala 


Lys Glu 


Thr 


Leu 


Ser 


Glu 


Phe 






20 






25 










30 


Leu Gly 


Thr Phe 


He 


Leu 


He Val 


Leu Gly 


Cys 


Gly Cys 


Val 


Ala 






35 






40 










45 


Gin Ala 


He Leu 


Ser 


Arg 


Gly Arg 


Phe Gly 


Gly Val 


He 


Thr 


He 






50 






55 










60 


Asn Val 


Gly Phe 


Ser 


Met 


Ala Val 


Ala Met 


Ala 


He 


Tyr 


Val 


Ala 






65 






70 










75 
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Gly Gly Val Ser Asp Gly Leu Met Ser Phe Ala Gly Gly Lys Leu 
80 85 90 

Leu He Val Gly Glu Asn 2Qa Thr Ala His He Phe Ala Thr Tyr 
95 100 105 

Pro Ala Pro Tyr Leu Ser Leu Ala Asn Ala Phe Ala Asp Gin Val 

110 115 120 

Val Ala Thr Met He Leu Leu He He Val Phe Ala He Phe Asp 

125 130 135 

Ser Arg Asn Leu Gly Ala Pro Arg Gly Leu Glu Pro He Ala He 

140 145 150 

Gly Leu Leu He He Val He Ala Ser Ser Leu Gly Leu Asn Ser 

155 160 165 

Gly Cys Ala Met Asn Pro Ala Arg Asp Leu Ser Pro Arg Leu Phe 

170 175 180 

Thr Ala Leu Ala Gly Trp Gly Phe Glu Val Phe Arg Ala Gly Asn 

185 190 195 

Asn Phe Trp Trp He Pro Val Val Gly Pro Leu Val Gly Ala Val 

200 205 210 

He Gly Gly Leu He Tyr Val Leu Val He Glu He His His Pro 

215 220 225 

Glu Pro Asp Ser Val Phe Lys Ala Glu Gin Ser Glu Asp Lys Pro 

230 235 240 

Glu Lys Tyr Glu Leu Ser Val He Met 

245 



<210> 35 

<211> 216 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7510734CD1 



<400> 35 

Met Gin Pro Glu Gly Ala Glu Lys Gly Lys Ser Phe Lys Gin Arg 
15 10 15 

Leu Val Leu Lys Ser Ser Leu Ala Lys Glu Thr Leu Ser Glu Phe 

20 25 30 

Leu Gly Thr Phe He Leu He Val Leu Gly Cys Gly Cys Val Ala 

35 40 45 

Gin Ala He Leu Ser Arg Gly Arg Phe Gly Gly Val He Thr He 

50 55 60 

Asn Val Gly Phe Ser Met Ala Val Ala Met Ala He T?yr Val Ala 

65 70 75 

Gly Gly Val Ser Gly Gly His He Asn Pro Ala Val Ser Leu Ala 

80 85 90 

Met Cys Leu Phe Gly Arg Met Lys Trp Phe Lys Leu Pro Phe Tyr 

95 100 105 

Val Gly Ala Gin Phe Leu Gly Ala Phe Val Gly Ala Ala Thr Val 
110 115 120 

Phe Gly He Tyr Tyr Asp Gly Leu Met Ser Phe Ala Gly Gly Lys 
125 130 135 

Leu Leu He Val Gly Glu Asn Ala Thr Ala His He Phe Ala Thr 
140 145 150 

Tyr Pro Ala Pro Tyr Leu Ser Leu Ala Asn Ala Phe Ala Asp Gin 
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155 160 165 

Lys Leu Gly Ser Pro Gin Arg Pro Arg Ala His Cys His Arg Pro 

170 175 180 

Pro Asp Tyr Cys His Cys Phe Leu Pro Gly Thr Glu Gin Trp Leu 

185 190 195 

Cys His Glu Pro Ser Ser Arg Pro Glu Ser Gin Thr Phe His Cys 

200 205 210 

Leu Gly Arg Leu Gly Val 

215 

<210> 36 
<211> 223 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mis cofeature 

<223> Incyte ID No: 7503977CD1 

<400> 36 



Met Ala Ser Thr 


Gly 


Gly 


Thr Lys 


Val Val 


Ala 


Met 


Gly Val 


Ala 


1 


5 






10 










15 


Pro Trp Gly Val Val 


Arg 


Asn Arg Asp Thr 


Leu 


He 


Asn 


Pro 


Lys 




20 






25 










30 


Gly Ser Phe Pro 


Ala 


Arg 


Tyr Arg 


Trp Arg 


Gly Asp 


Pro 


Glu Asp 




35 






40 










45 


Gly Val Gin Phe 


Pro 


Leu 


Asp Tyr 


Asn Tyr 


Ser 


Ala 


Phe 


Phe 


Leu 


50 






55 










60 


Val Asp Asp Gly Thr 


His 


Gly Cys 


Leu Gly 


Gly Glu 


Asn 


Arg 


Phe 




65 






70 










75 


Arg Leu Arg Leu 


Glu 


Ser 


Tyr He 


Ser Gin 


Gin 


Lys 


Thr Gly Val 




80 






85 










90 


Gly Gly Thr Gly 


He 
95 


Asp 


He Pro 


Val Leu 
100 


Leu 


Leu 


Leu 


He 


Asp 
105 


Gly Asp Glu Lys 


Met 

110 


Leu 


Thr Arg 


He Glu 

115 


Asn 


Ala 


Thr 


Gin 


Ala 
120 


Gin Leu Pro Cys 


Leu 


Leu 


Val Ala Gly Ser Gly Gly Ala Ala Asp 




125 






130 










135 


Cys Leu Ala Glu 


Thr 


Leu 


Glu Asp 


Thr Leu 


Ala 


Pro 


Gly 


Ser 


Gly 


140 






145 










150 


Gly Ala Arg Gin Gly 


Glu 


Ala Arg Asp Arg 


He 


Arg Arg 


Phe 


Phe 




155 






160 










165 


Pro Lys Gly Asp 


Leu 

170 


Glu 


Val Leu 


Gin Ala 

175 


Gin 


Val 


Glu 


Arg 


He 
180 


Met Thr Arg Lys 


Glu 
185 


Leu 


Leu Thr 


Val Tyr 
190 


Ser 


Ser 


Glu 


Asp 


Gly 
195 


Ser Glu Glu Phe 


Glu 
200 


Thr 


He Val 


Leu Lys 
205 


Ala 


Leu 


Val 


Lys 


Val 
210 


Leu Pro Ser Arg 


Ser 
215 


Phe 


Pro His 


Gly Arg 
220 


Pro 


Ala 


Glu 







<210> 37 
<211> 394 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: 7505084CD1 

<400> 37 





m n 

ox u 


oczx 




xxxx 




ocsx 


Pro 


ni n 


Pro 


Pro 


Gin 


Leu Asp 


XrX \J 










c 










1 n 










15 






Al a 


irxx6 


Irx O 


nl n 

VjrXXX 


Lys 


VaXy 


Leu 


VsxU 


Pro 


Gly Asp 


He 


Ala 




















9 R 










30 


vCLJ, 


Li 611 


Val 
VclX 


Leu 


Tyr 


PVi£a 


Leu 


Jrxie 


T^a 1 
VdX 


Leu 


Ala 


Val 


Gly 


Leu 


Trp 






























45 






Val 
VaX 


Lys 


fFlir 


Lys 


Arg 


Asp 


XXXX 


T7a 1 
VdX 


Lys 


Gly 


Tyr 


Phe 


Leu 




















RR 

3 3 










60 


211 a 




f2l 
V»-Ly 


Asp 




Val 

vax 


Trp 


Trp 


Pro 


Val 
VdX 


Gly Ala 


Ser 


Leu 


Phe 










03 










/ U 










75 




Got* 




Val 
V eix 


Ol IT- 


Ser 


VirX_y 


nxo 


PVto 


Tl 0 
XXtj 


Gly 


XlCSiX 


Ala 


Gly 


Ser 










ft n 










85 










90 




Al » 
AX a. 


2il a 


XXXX 


nl -vr 

\jxy 


Tl 
XX6 


Ser 


vax 


Ser 


Ala 


Tyr 


ni 11 


Leu Asn Gly 




















100 










105 




Pile 
file 


OCX 


Val 
V dx 


Leu 


X*X^ L> 


Leu 


Al a 


Trp 


He 


Phe 


XJCSIX 


Pro 


He 


Tyr 










X X V 










115 










120 




Al 


fil VT 


al n 

vrxxx 


Val 
V dX 


XXXX 


fin V 
XXXX 




Pro 


Glu 


Tyr 


Leu 


Arg 


Lys 


Arg 










1 9R 










130 










135 




\3X 


^21 -vr 


Tl *a 
xxc 


AT*rT 

AJl^ 


Tl la 
XX6 


Fro 


Tl 0 

XX6 


He 


Leu 


Ala 


Val 
VdX 


Leu 


Tyr 


Leu 










1 dO 










145 










150 




Tl <a 
XXc; 


lyr 


Tl o 
xxt^ 


PHta 
XrXXc 


xxir 


Lys 


Tl 0 
XX6 


Ser 


Val 


Asp 




Tyr 


Ala Gly 










X 33 










160 










165 




Tl 

XXcS 


PVio 


Tl o 

XXCS 


nl n 


^21 n 


Ser 


Leu 


His 


Leu Asp 


Leu 


Tyr 


Leu 


Ala 










1 7n 

X / u 










175 










180 




veix 


VsrXj^ 


XjcU 


Leu 


Al a 
AXCL 


Tl 0 
XX€ 


XXXX 


Ala 


Val 


Tyr 


Thr 


Val 


Ala Gly 










1 

X03 










190 










195 


nil "vr 




Hi a 


al a 


VaX 


Tl A 

xxe 


Tyr 


rrVU 

Txir 


Asp Ala 


Leu 


Gin 


Thr 


Leu 


He 










9 nn 

^ u u 










205 










210 




L@u 


Tl A 

XX6 


Vaxy 


2il a 

AX a 


Leu 


XXlx 


Leu 


Met 


Gly Tyr 


Ser 


Phe 


Ala 


Ala 










^ X3 










220 










225 


VclX 


v»xy 


\jxy 


JXL6U 


l^XU 


r2l %r 


Leu 


Lys 


Glu 


Lys 


Tyr 


Phe 


Leu 


Ala 


Leu 










9 n 
z ^ u 










235 










240 


Al a 


0«5X 


aSH 


Arg 


otsx 


V^XiX 


Asn 


Ser 


Ser 


Cys 


Gly 


Leu 


Pro Arg 


Glu 










9ZLR 

^rr3 










250 










255 


A GT^ 


Al A 




XlXo 


Tl O 
XXc5 


P>ia 

xrxi^ 


Arg 


Asp 


Pro 


Leu 


Thr 


Ser 


Asp 


Leu 


Pro 










9fin 










265 










270 


xirp 


Pt"/^ 
JrX W 


ni -VT- 


\7a 1 


Leu 


PVio 
irxxcd 


f2l \r 


J/Xc^L. 


Ser 


He 


Pro 


Ser 


Leu 


Trp 


Tyr 










97R 

^ / 3 










280 










285 






XXXX 


A esn 
Ao^ 


nl n 


Val 


Tl la 
XXc« 


Val 
V dx 


Gin Arg Thr 


Leu 


Ala 


Ala 


Lys 










290 










295 










300 


Asn 


Leu 


Ser 


His 


Ala 


Lys 


Gly 


Gly 


Ala 


Leu 


Met 


Ala 


Ala 


Tyr 


Leu 










305 










310 










315 


Lys 


Val 


Leu 


Pro 


Leu 


Phe 


lie 


Met 


Val 


Phe 


Pro Gly Met Val 


Ser 










320 










325 










330 


Arg 


lie 


Leu 


Phe 


Pro 


Asp 


Gin 


Val 


Ala 


Cys 


Ala 


Asp 


Pro 


Glu 


He 










335 










340 










345 


Cys 


Gin 


Lys 


lie 


Cys 


Ser 


Asn 


Pro 


Ser Gly Cys 


Ser Asp 


He 


Ala 










350 










355 










360 


Tyr 


Pro 


Lys 


Leu 


Val 


Leu 


Glu 


Leu 


Leu 


Pro 


Thr 


Val 


Pro 


Ala 


Pro 










365 










370 










375 


Ser 


Ser 


Pro 


Trp 


Thr 


Ser 


Gly 


He 


Thr 


Ser 


Gly 


Leu 


Gly 


His 


Leu 
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380 385 390 

Arg Arg Ser Ser 



<210> 38 
<211> 202 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc^feature 

<223> Incyte ID No: 7506950CD1 

<400> 38 

Met Lys Thr Lys Leu Asn lie Tyr Asn Met Gin Phe Leu Leu Phe 

15 10 15 

Val Phe Leu Val Trp Asp Pro Ala Arg Leu Val Leu Ala Asn lie 

20 25 30 

Gin Glu Asp Glu Ala Lys Asn Asn He Thr He Phe Thr Arg lie 

35 40 45 

Leu Asp Arg Leu Leu Asp Gly Tyr Asp Asn Arg Leu Arg Pro Gly 

50 55 60 

Leu Gly Asp Ser He Thr Glu Val Phe Thr Asn He Tyr Val Thr 

65 70 75 

Ser Phe Gly Pro Val Ser Asp Thr Asp Met Glu Tyr Thr He Asp 

80 85 90 
Val Phe Phe Arg Gin Lys Trp Lys Asp Glu Arg Leu Lys Phe Lys 

95 100 105 

Gly Pro Met Asn He Leu Arg Leu Asn Asn Leu Met Ala Ser Lys 

110 115 120 

He Trp Thr Pro Asp Thr Phe Phe His Asn Gly Lys Lys Ser Val 

125 130 135 

Ala His Asn Met Thr Met Pro Asn Lys Leu Leu Arg He Gin Asp 

140 145 150 
Asp Gly Thr Leu Leu Tyr Thr Met Arg Ser Asn Asn Cys Pro Asn 

155 160 165 

Asn Asp Asn Ser Lys His Gin Cys Ser Glu Phe Ser Pro Gin Ser 

170 175 180 

Gly Leu Cys Asn Cys His Gly Leu Val Tyr Cys Cys Leu Leu Cys 

185 190 195 

He Cys Val Leu Cys Pro Asn 
200 

<210> 39 
<211> 337 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> incyte ID No: 7506951CD1 

<400> 39 

Met Lys Thr Lys Leu Asn He Tyr Asn Met Gin Phe Leu Leu Phe 
15 10 15 

Val Phe Leu Val Trp Asp Pro Ala Arg Leu Val Leu Ala Asn He 
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20 25 30 

Gin Glu Asp Glu Ala Lys Asn Asn lie Thr lie Phe Thr Arg lie 
35 40 45 

Leu Asp Arg Leu Leu Asp Gly Tyr Asp Asn Arg Leu Arg Pro Gly 
50 55 60 

Leu Gly Asp Ser lie Thr Glu Val Phe Thr Asn He Tyr Val Thr 
65 70 75 

Ser Phe Gly Pro Val Ser Asp Thr Asp Met Glu Tyr Thr He Asp 
80 85 90 

Val Phe Phe Arg Gin Lys Trp Lys Asp Glu Arg Leu Lys Phe Lys 
95 100 105 

Gly Pro Met Asn He Leu Arg Leu Asn Asn Leu Met Ala Ser Lys 

110 115 120 

He Trp Thr Pro Asp Thr Phe Phe His Asn Gly Lys Lys Ser Val 

125 130 135 

Ala His Asn Met Thr Met Pro Asn Lys Leu Leu Arg He Gin Asp 

140 145 150 

Asp Gly Thr Leu Leu Tyr Thr Met Arg Leu Thr Val Gin Ala Glu 

155 160 165 

Cys Pro Met His Leu Glu Asp Phe Pro Met Asp Ala His Ser Cys 

170 175 180 

Pro Leu Lys Phe Gly Ser Tyr Ala Tyr Thr Thr Ser Glu Val Thr 

185 190 195 

Tyr He Trp Thr Tyr Asn Ala Ser Asp Ser Val Gin Val Ala Pro 

200 205 210 

Asp Gly Ser Arg Leu Asn Gin Tyr Asp Leu Leu Gly Gin Ser He 

215 220 225 

Gly Lys Glu Thr He Lys Ser Ser Thr Gly Glu Tyr Thr Val Met 

230 235 ^ 240 

Thr Ala His Phe His Leu Lys Arg Lys He Gly Tyr Phe Val He 

245 250 255 

Gin Thr Tyr Leu Pro Cys He Met Thr Val He Leu Ser Gin Val 

260 265 270 

Ser Phe Trp Leu Asn Arg Glu Ser Val Pro Ala Arg Thr Val Phe 

275 280 285 

Glu Lys Arg Lys Gly Phe Arg Tyr Asp Thr Glu Gin Arg Leu Cys 

290 295 300 

Ser Gly Cys Cys Gin Leu Cys Pro Glu Ser Phe Lys Arg Ser Ser 

305 310 315 

Ser Leu His His Leu Gin Glu Cys Asn His Ala Arg Thr Gin Gin 

320 325 330 

Glu Ala Arg Lys Gin Ala Ser 

335 

<210> 40 
<211> 114 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7506954CD1 

<400> 40 

Met Lys Thr Lys Leu Asn He Tyr Asn Met Gin Phe Leu Leu Phe 
15 10 15 
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VOJL XTLXKi 


Leu 


Val 




Asp 


Pro 


Ala 


Arg 


Leu 


V dX 


Ala 


Asn 


lie 


















9R 










%7XAX \SJm\X 


Asp 


Glu 


Ala 


Lys 


Asn 


Asn 


lie 


Thr 


X X f 


Thr Arg 


lie 








•J J 










40 








45 




Arg 


Leu 


Leu 


Asp 




Tyr 


Asp 


iAsn 


/\xg xjeu 


Arg 


Pro 


ox jr 


















•J J 








60 




Glu 


Lys 






Gly 


Phe 


Arg 


xy X 


xvsd^ X i.xL 


Glu 


Gin 


Axy 








65 










70 








75 


Leu Cys 


Ser Gly 


Cys 


Cys 


Gin 


Leu Cys 


Pro 


Glu Ser 


Phe 


Lys 


Arg 








o u 




















Ser Ser 


Ser 


Leu 


XIX S 


£lXo 


Leu 


Gin 


fill n 




TV ITn O 

aSIX XIX S 


Ala Arg 


XAXX 


















100 








105 


Gin Gin 


Glu 


Ala 


Arg 


Lys 


Gin 


Ala 


Ser 


















110 




















<210> 41 
























<211> 400 
























<212> PRT 
























<213> Homo sapiens 




















<220> 


























<221> misc__f eature 




















<223> Incyte ID 


IVTrt • 
JMO • 


7506956CD1 














<400> 41 
























Met Ijys 


Thr 


Lys 


Leu 


Asn 


lie 


Tyr 


Asn 


Met 


N3XiX JrXXC 


Leu 


Leu 


Phe 


1 






c 










1 n 

X \J 








IR 


Val Phe 


Leu 


Val 


Tim 


Asp 


Pro 


Ala 


Arg 


Leu 


V dX XJCU 


Ala 


Asn 


XXC: 








20 










9 R 
ZD 










Gin Glu 


Asp 


Glu 


Ala 


Lys 


Asn 


Asn 


lie 


X llX 


lie Phe 


Thr 


Arg 


xxcs 








35 


















AR 


Leu Asp 


Arg 


Leu 


Leu 


Asp 


Gly 


Tyr 


Asp 


TV cn 


Arg Leu 


Arg 


Pro 


V7X 








50 


















fin 


Leu Gly 


Asp 


Ser 


lie 


Thr 


Glu 


Val 


Phe 


J.IXX 


Asn lie 


Tyr Val 


XXIX 








65 










/ u 








7R 


Ser Phe 


Gly 


Pro 


Val 


Ser 


Asp 


Thr Asp 


jueu 


Glu Tyr Thr 


lie 


TV 








80 










QR 










Val Phe 


Phe 


Arg 


Gin 


Lys 


Trp 


Lys 


Asp 


VvXU 


Arg Leu 


Lys 


Phe 


Xijf 0 








95 










1 nn 

J.UU 








1 OR 


Gly Pro 


Met 


Asn 


lie 


Leu 


Arg 


Leu 


Asn 


Asn 


Leu Met 


AJ.a 


Ser 


Xjjf s 








110 










1 1 R 








X^ u 


lie Trp 


Thr 


Pro 


Asp 


Thr 


Phe 


Phe 


His 


Asn 


Gly Lys 


Lys 


Ser 


Val 

V CLX 








125 










X^ u 








1 "^R 


Ala His 


Asn 


Met 


Thr 


Met 


Pro 


Asn 


Lys 


Leu 


Leu Arg 


lie 


Gin 










140 










1 AR 








150 

X W 


Asp Gly 


Thr 


Leu 


Leu 


Tyr 


Thr 


Met 


Arg 


Leu 


Thr Val 


Gin 


Ala 


Glu 








155 










JLDU 








X V7 w 


Cys Pro 


Met 


His 


Leu 


Glu 


Asp 


Phe 


Pro 


Mot* 


Asp Ala 


His 


Ser 


Cys 








170 










1 7 R 








180 


Pro Leu 


Lys 


Phe 


Gly 


Ser 


Tyr 


Ala 


Tyr 


Thr 


Thr Ser 


Glu 


Val 


Thr 








185 










190 








195 


Tyr lie 


Trp 


Thr 


Tyr 


Asn 


Ala 


Ser 


Asp 


Ser 


Val Gin 


Val 


Ala 


Pro 








200 










205 








210 


Asp Gly 


Ser 


Arg 


Leu 


Asn 


Gin 


Tyr Asp 


Leu 


Leu Gly Gin 


Ser 


lie 








215 










220 








225 


Gly Lys 


Glu 


Thr 


lie 


Lys 


Ser 


Ser 


Thr 


Gly 


Val Thr 


Tlir 


Val 


Leu 
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230 



235 



240 



Thr Met Thr Thr Leu Ser He Ser Ala Arg Asn Ser Leu Pro Lys 

245 250 255 

Val Ala Tyr Ala Thr Ala Met Asp Trp Phe He Ala Val Cys Tyr 

260 265 270 

Ala Phe Val Phe Ser Ala Leu He Glu Phe Ala Thr Val Asn Tyr 

275 280 285 

Phe Thr Lys Arg Gly Trp Ala Trp Asp Gly Lys Ser Val Val Asn 

290 295 300 

Asp Lys Lys Lys Glu Lys Ala Ser Val Met He Gin Asn Asn Ala 

305 310 315 

Tyr Ala Val Ala Val Ala Asn Tyr Ala Pro Asn Leu Ser Lys Asp 

320 325 330 

Pro Val Leu Ser Thr He Ser Lys Ser Ala Thr Thr Pro Glu Pro 

335 340 345 

Asn Lys Lys Pro Glu Asn Lys Pro Ala Glu Ala Lys Lys Thr Phe 

350 355 360 

Asn Ser Val Ser Lys He Asp Arg Met Ser Arg He Val Phe Pro 

365 370 375 

Val Leu Phe Gly Thr Phe Asn Leu Val Tyr Trp Ala Thr Tyr Leu 

380 385 390 

Asn Arg Glu Pro Val Leu Gly Val Ser Pro 



<210> 42 

<211> 403 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7506959CD1 

<400> 42 

Met Lys Thr Lys Leu Asn He Tyr Asn Met Gin Phe Leu Leu Phe 
15 10 15 

Val Phe Leu Val Trp Asp Pro Ala Arg Leu Val Leu Ala Asn He 

20 25 30 

Gin Glu Asp Glu Ala Lys Asn Asn He Thr He Phe Thr Arg He 

35 40 45 

Leu Asp Arg Leu Leu Asp Gly Tyr Asp Asn Arg Leu Arg Pro Gly 

50 55 60 

Leu Gly Asp Ser He Thr Glu Val Phe Thr Asn He Tyr Val Thr 

65 70 75 

Ser Phe Gly Pro Val Ser Asp Thr Asp Met Glu Tyr Thr He Asp 

80 85 90 

Val Phe Phe Arg Gin Lys Trp Lys Asp Glu Arg Leu Lys Phe Lys 

95 100 105 

Gly Pro Met Asn He Leu Arg Leu Asn Asn Leu Met Ala Ser Lys 
110 115 120 

He Trp Thr Pro Asp Thr Phe Phe His Asn Gly Lys Lys Ser Val 
125 130 135 

Ala His Asn Met Thr Met Pro Asn Lys Leu Leu Arg He Gin Asp 
140 145 150 

Asp Gly Thr Leu Leu Tyr Thr Met Arg Leu Tlir Val Gin Ala Glu 



395 



400 



155 



160 



165 
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Cys Pro Met His Leu Glu Asp Phe 
170 

Pro Leu Lys Phe Gly Ser Cys Glu 
185 

Phe His Leu Lys Arg Lys lie Gly 

200 

Leu Pro Cys lie Met Thr Val lie 
215 

Leu Asn Arg Glu Ser Val Pro Ala 
230 

Thr Val Leu Thr Met Thr Thr Leu 
245 

Leu Pro Lys Val Ala Tyr Ala Thr 

260 

Val Cys Tyr Ala Phe Val Phe Ser 
275 

Val Asn Tyr Phe Thr Lys Arg Gly 
290 

Val Val Asn Asp Lys Lys Lys Glu 
305 

Asn Asn Ala Tyr Ala Val Ala Val 
320 

Ser Lys Asp Pro Val Leu Ser Thr 
335 

- Pro Glu Pro Asn Lys Lys Pro Glu 

350 

Lys Thr Phe Asn Ser Val Ser Lys 
365 

Val Phe Pro Val Leu Phe Gly Thr 
380 

Thr Tyr Leu Asn Arg Glu Pro Val 
395 

<210> 43 

<211> 66 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> miscj eature 

<223> Incyte ID No: 7506960CD1 

<400> 43 

Met Lys Thr Lys Leu Asn lie Tyr 

1 5 
Val Phe Leu Val Trp Asp Pro Ala 
20 

Gin Glu Asp Glu Ala Lys Asn Asn 

35 

Leu Asp Arg Leu Leu Asp Gly Tyr 
50 

Leu Gly Gly He Tyr Asn 
65 

<210> 44 
<211> 89 



Pro 


Met 


Asp Ala His 


Ser 


Cys 




175 










180 


Tyr 


Thr 


Val 


Met 


Thr 


Ala 


His 




190 










195 


Tyr 


Phe 


Val 


He 


Gin 


Thr 


Tyr 




205 










210 


Leu 


Ser 


Gin 


Val 


Ser 


Phe 


Trp 




220 










225 


Arg 


Thr 


Val 


Phe Gly Val 


Thr 




235 










240 


Ser 


He 


Ser Ala Arg Asn Ser 




250 










255 


Ala 


Met 


Asp 


Trp 


Phe 


He 


Ala 




265 










270 


Ala 


Leu 


He 


Glu 


Phe 


Ala 


Thr 




280 










285 


Trp 


Ala 


Trp 


Asp 


Gly Lys 


Ser 




295 










300 


Lys 


Ala 


Ser 


Val 


Met 


He 


Gin 




310 










315 


Ala 


Asn 


Tyr 


Ala 


Pro 


Asn 


Leu 




325 










330 


He 


Ser 


Lys 


Ser 


Ala 


Thr 


Thr 




340 










345 


Asn 


Lys 


Pro 


Ala 


Glu 


Ala 


Lys 




355 










360 


He 


Asp 


Arg Met 


Ser 


Arg 


He 




370 










375 


Phe 


Asn 


Leu 


Val 


Tyr 


Trp 


Ala 




385 










390 


Leu 


Gly 


Val 


Ser 


Pro 








400 












Asn 


Met 


Gin 


Phe 


Leu 


Leu 


Phe 




10 










15 


Arg 


Leu 


Val 


Leu 


Ala 


Asn 


He 




25 










30 


He 


Thr 


He 


Phe 


Thr 


Arg 


He 




40 










45 


Asp 


Asn 


Arg 


Leu 


Arg 


Pro 


Gly 




55 










60 
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<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_featiire 

<223> Incyte ID No: 7510540CD1 

<400> 44 

Met Thr Glu Asp Lys Val Thr Gly 

1 5 
Thr Ala Val Leu Gly Ser Phe Gin 
20 

lie Asn Ala Pro Gin Gin Asn Gin 
35 

Ser Val lie Ser Trp Ser Ser Leu 
50 

Thr lie Ser Tyr Thr Tyr Asn Cys 
65 

lie Leu Trp Ala Asn Phe Arg Pro 
80 

<210> 45 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7510545CD1 

<400> 45 

Met Glu Asn Ala His Thr Lys Thr 

1 5 
Phe Gly Val Asn Glu Ser Glu Ser 
20 

Asp Pro Val Pro Asp Pro Arg Ala 
35 

Met Leu Phe Ser Val Ala Leu Ala 
50 

Leu Pro Ala Val He Thr Thr Cys 
65 

Met Ala Lys Lys Asn Ala He Val 
80 

Thr Leu Gly Cys Thr Ser Val He 
95 

Leu Thr Thr Asn Gin Met Ser Val 
110 

Arg Val Glu Asp His Thr Ala Glu 

125 

Ala Glu Asn Leu Leu Ala Arg Asp 
140 

<210> 46 
<211> 353 
<212> PRT 

<213> Homo sapiens 



Thr Leu Val Phe 


Thr 


Val He 


10 




15 


Phe Gly Tyr Asp 


He 


Gly Val 


25 




30 


Ser His Val Ser 


Ser 


Lys His 


40 




45 


Asp Gly Val Phe 


Lys 


He Gly 


55 




60 


T2TP Lys Lys His 


He 


Arg Thr 


70 




75 


Gly Ser Tyr Val 


Tyr 


Arg 


85 







Val 


Glu 


Glu 


Val 


Leu Gly 


His 




10 








15 


Val 


Ser 


Val 


He 


Lys His 


Thr 




25 








30 


Val 


Asn 


Gin 


Asp 


Lys Lys 


Asn 




40 








45 


Val 


Ala 


Ala 


He 


Pro Glu 


Gly 




55 








60 


Leu Ala Leu Gly Thr Arg 


Arg 




70 








75 


Arg 


Ser 


Leu 


Pro 


Ser Val 


Glu 




85 








90 


Cys 


Ser 


Asp 


Lys 


Thr Gly Thr 




100 








105 


Cys 


Arg 


Met 


Phe 


He Leu 


Asp 




115 








120 


Arg 


Asp 


Pro Val Ala Asp Gly 




130 








135 


Ser 


His 


Gly 










145 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: 7510654CD1 

<400> 46 

Met Thr Pro Glu Asp Pro Glu Glu Thr Gin Pro Leu I*eu Gly Pro 
15 10 15 

Pro Gly Gly Ser Ala Pro Arg Gly Arg Arg Val Phe Leu Ala Ala 
20 25 30 

Phe Ala Ala Ala Leu Gly Pro Leu Ser Phe Gly Phe Ala Leu Gly 
35 , 40 45 

Tyr Ser Ser Pro Ala He Pro Ser Leu Gin. Arg Ala Ala Pro Pro 
50 55 60 

Ala Pro Arg Leu Asp Asp Ala Ala Ala Ser Trp Phe Gly Ala Val 
65 70 75 

Val Thr Leu Gly Ala Ala Ala Gly Gly Val Leu Gly Gly Trp Leu 
80 85 90 

Val Asp Arg Ala Gly Arg Lys Leu Ser Leu Leu Leu Cys Ser Val 
95 100 105 

Pro Phe Val Ala Gly Phe Ala Val He Thr Ala Ala Gin Asp Val 

110 115 120 

Trp Met Leu Leu Gly Gly Arg Leu Leu Thr Gly Leu Ala Cys Gly 

125 130 135 

Val Ala Ser Leu Val Ala Pro Val Tyr He Ser Glu He Ala Tyr 

140 145 150 

Pro Ala Val Arg Gly Leu Leu Gly Ser Cys Val Gin Leu Met Val 

155 160 165 

Val Val Gly He Leu Leu Ala Tyr Leu Ala Gly Trp Val Leu Glu 

170 175 180 

Trp Arg Trp Leu Ala Val Leu Gly Cys Val Pro Pro Ser Leu Met 

185 190 195 

Leu Leu Leu Met Cys Phe Met Pro Glu Thr Pro Arg Phe Leu Leu 

200 205 210 

Thr Gin His Arg Arg Gin Glu Ala Met Ala Ala Leu Arg Phe Leu 

215 220 225 

Trp Gly Ser Glu Gin Gly Trp Glu Asp Pro Pro He Gly Ala Glu 

230 235 240 

Gin Ser Phe His Leu Ala Leu Leu Arg Gin Pro Gly He Tyr Lys 

245 250 255 

Pro Phe He He Gly Val Ser Leu Met Ala Phe Gin Gin Leu Ser 

260 265 270 

Gly Val Asn Ala Val Met Phe Tyr Ala Glu Thr He Phe Glu Glu 

275 280 285 

Ala Lys Phe Lys Asp Ser Ser Leu Ala Ser Val Val Val Gly Val 

290 295 300 

He Gin Val Leu Phe Thr Ala Val Ala Ala Leu He Met Asp Arg 

305 310 315 

Ala Gly Arg Arg Leu Leu Leu Val Leu Ser Gly Gly Pro Gin Ala 

320 325 330 

Leu Trp Ser Leu Leu Ala Cys Leu Arg Phe Leu His Leu Gin Cys 

335 340 345 

Pro Phe His Phe Val Leu Cys Pro 

350 

<210> 47 
<211> 1155 
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<212> PRT 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 7510660CD1 



<400> 47 



Met Ala Ala 


Ala 


Ala 


Ala Val 


Gly Asn Ala Val 


Pro 


Cys 


Gly Ala 


1 




5 








10 










15 


Arg Pro Cys 


Gly Val 


Arg Pro Asp Gly Gin 


Pro 


Lys 


Pro 


Gly 


Pro 






20 








25 










30 


Gin Pro Arg 


Ala 


Leu 


Leu Ala Ala Gly 


Pro 


Ala 


Leu 


He 


Ala 


Asn 






35 








40 










45 


Gly Asp Glu Leu Val 


Ala Ala 


Val 


Trp 


Pro 


Tyr 


Arg 


Arg 


Leu 


Ala 






50 








55 










60 


Leu Leu Arg Arg 


Leu 


Thr Val 


Leu 


Pro 


Phe 


Ala Gly Leu 


Leu 


Tyr 






65 








70 










75 


Pro Ala Trp Leu Gly Ala Ala Ala Ala Gly Cys Trp Gly Trp Gly 






80 








o D 










90 


Ser Ser Trp 


Val 


Gin 


He Pro 




i\±a 


r\JLa 


Leu 


Leu 


VaJL 


Leu 


Ala 






95 








100 










105 


Thr lie Cys 


Leu 


Ala 


His Ala 


Leu 


xiir 


Val 


Leu 


Ser 




His 


Trp 






110 








115 










120 


Ser Val His 


Ala 


His 


Cys Ala 


Leu 


XIUT 


Cys 


Thr 


Pro 




Tyr 


Asp 






125 








130 










135 


Pro Ser Lys 


Ala 


Thr 


Phe Val 


Lys 


vaj. 


Val 


Pro 


Thr 


XrJu 


Asn 


Asn 






140 








145 










150 


Gly Ser Thr 


Glu 


Leu 


Val Ala 


Leu 


XllS 


Arg 


Asn 


Glu 


Gly 


Glu Asp 






155 








160 










165 


Gly Leu Glu Val 


Leu 


Ser Phe 


Glu 


Phe 


Gin 


Lys 


He 


Lys 


Tyr 


Ser 






170 








175 










180 


Tyr Asp Ala Leu Glu Lys Lys 


Gin 


Phe 


Leu 


Pro 


Val 


Ala 


Phe 


Pro 






185 








190 










195 


Val Gly Asn Ala 


Phe 


Ser Tyr 


Tyr 


Gin 


Ser 


Asn Arg 


Gly 


Phe 


Gin 






200 








205 










210 


Glu Asp Ser 


Glu 


He 


Arg Ala 


Ala 


Glu 


Lys 


Lys 


Phe 


Gly 


Ser 


Asn 






215 








220 










225 


Lys Ala Glu 


Met 


Val 


Val Pro 


Asp 


Phe 


Ser 


Glu 


Leu 


Phe 


Lys 


Glu 






A 

/i, ^ \J 








235 










240 


Arg Ala Thr Ala 


Pro 


Phe Phe 


Val 


Phe 


Gin 


Val 


Phe 


Cys 


Val 


Gly 






245 








250 










255 


Leu Trp Cys 


Leu 


Asp 


Glu Tyr 


Trp 


Tyr 


Tyr 


Ser 


Val 


Phe 


Thr 


Leu 






260 








265 










270 


Ser Met Leu 


Val 


Ala 


Phe Glu 


Ala 


Ser 


Leu 


Val 


Gin 


Gin 


Gin 


Met 






275 








280 










285 


Arg Asn Met 


Ser 


Glu 


He Arg 


Lys 


Met 


Gly Asn Lys 


Pro 


His 


Met 






290 








295 










300 


lie Gin Val 


Tyr 


Arg 


Ser Arg 


Lys 


Trp 


Arg 


Pro 


He 


Ala 


Ser Asp 






305 








310 










315 


Glu lie Val 


Pro 


Gly Asp He 


Val 


Ser 


He 


Gly Arg 


Ser 


Pro 


Gin 






320 








325 










330 


Glu Asn Leu 


Val 


Pro 


Cys Asp 


Val 


Leu 


Leu 


Leu Arg 


Gly Arg 


Cys 






335 








340 










345 


lie Val Asp 


Glu 


Ala 


Met Leu Thr Gly Glu 


Ser 


Val 


Pro 


Gin 


Met 






350 








355 










360 
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Lys Glu Pro lie Glu Asp Leu Ser Pro Asp Arg Val Leu Asp Leu 
365 370 375 

Gin Ala Asp Ser Arg Leu His Val lie Phe Gly Gly Thr Lys Val 
380 385 390 

Val Gin His lie Pro Pro Gin Lys Ala Thr Thr Gly Leu Lys Pro 
395 400 405 

Val Asp Ser Gly Cys Val Ala Tyr Val Leu Arg Thr Gly Phe Asn 
410 415 420 

Thr Ser Gin Gly Lys Leu Leu Arg Thr lie Leu Phe Gly Val Lys 
425 430 435 

Arg Val Thr Ala Asn Asn Leu Glu Thr Phe lie Phe He Leu Phe 
440 445 450 

Leu Leu Val Phe Ala He Ala Ala Ala Ala Tyr Val Trp He Glu 
455 460 465 

Gly Thr Lys Asp Pro Ser Arg Asn Arg Tyr Lys Leu Phe Leu Glu 
470 475 480 

Cys Thr Leu He Leu Thr Ser Val Val Pro Pro Glu Leu Pro He 
485 490 495 

Glu Leu Ser Leu Ala Val Asn Thr Ser Leu He Ala Leu Ala Lys 
500 505 510 

Leu Tyr Met Tyr Cys Thr Glu Pro Phe Arg He Pro Phe Ala Gly 
515 520 525 

Lys Val Glu Val Cys Cys Phe Asp Lys Thr Gly Thr Leu Thr Ser 
530 535 540 

Asp Ser Leu Val Val Arg Gly Val Ala Gly Leu Arg Asp Gly Lys 
545 550 555 

Glu Val Thr Pro Val Ser Ser He Pro Val Glu Thr His Arg Ala 
560 565 570 

Leu Ala Ser Cys His Ser Leu Met Gin Leu Asp Asp Gly Thr Leu 
575 580 585 

Val Gly Asp Pro Leu Glu Lys Ala Met Leu Thr Ala Val Asp Trp 
590 595 600 

Thr Leu Thr Lys Asp Glu Lys Val Phe Pro Arg Ser He Lys Thr 
605 610 615 

Gin Gly Leu Lys He His Gin Arg Phe His Phe Ala Ser Ala Leu 
620 625 630 

Lys Arg Met Ser Val Leu Ala Ser Tyr Glu Lys Leu Gly Ser Thr 
635 640 645 

Asp Leu Cys Tyr He Ala Ala Val Lys Gly Ala Pro Glu Thr Leu 
650 655 660 

His Ser Met Phe Ser Gin Cys Pro Pro Asp Tyr His His He His 
665 670 675 

Thr Glu He Ser Arg Glu Gly Ala Arg Val Leu Ala Leu Gly Tyr 
680 685 690 

Lys Glu Leu Gly His Leu Thr His Gin Gin Val Val Met He Thr 
695 700 705 

Gly Asp Asn Pro Leu Thr Ala Cys His Val Ala Gin Glu Leu His 
710 715 720 

Phe He Glu Lys Ala His Thr Leu He Leu Gin Pro Pro Ser Glu 
725 730 735 

Lys Gly Arg Gin Cys Glu Trp Arg Ser He Asp Gly Ser He Val 
740 745 750 

Leu Pro Leu Ala Arg Gly Ser Pro Lys Ala Leu Ala Leu Glu Tyr 
755 760 765 

Ala Leu Cys Leu Thr Gly Asp Gly Leu Ala His Leu Gin Ala Thr 
770 775 780 
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Asp Pro Gin Gin Leu Leu Arg Leu He Pro His Val Gin Val Phe 

785 790 795 

Ala Arg Val Ala Pro Lys Gin Lys Glu Phe Val He Thr Ser Leu 

800 805 810 

Lys Glu Leu Gly Tyr Val Thr Leu Met Cys Gly Asp Gly Thr Asn 

815 820 825 

Asp Val Gly Ala Leu Lys His Ala Asp Val Gly Val Ala Leu Leu 

830 835 840 

hlsL Asn Ala Pro Glu Arg Val Val Glu Arg Arg Arg Arg Pro Arg 

845 850 855 

Asp Ser Pro Thr Leu Ser Asn Ser Gly He Arg Ala Thr Ser Arg 

860 865 870 

Thr Ala Lys Gin Arg Ser Gly Leu Pro Pro Ser Glu Glu Gin Pro 

875 880 885 

Thr Ser Gin Arg Asp Arg Leu Ser Gin Val Leu Arg Asp Leu Glu 

890 895 900 

Asp Glu Ser Thr Pro He Val Lys Leu Gly Asp Ala Ser He Ala 

905 910 915 

Ala Pro Phe Thr Ser Lys Leu Ser Ser He Gin Cys He Cys His 

920 925 930 

Val He Lys Gin Gly Arg Cys Thr Leu Val Thr Thr Leu Gin Met 

935 940 945 

Phe Lys He Leu Ala Leu Asn Ala Leu He Leu Ala Tyr Ser Gin 

950 955 960 

Ser Val Leu Tyr Leu Glu Gly Val Lys Phe Ser Asp Phe Gin Ala 

965 970 975 

Thr Leu Gin Gly Leu Leu Leu Ala Gly Cys Phe Leu Phe He Ser 

980 985 990 

Arg Ser Lys Pro Leu Lys Thr Leu Ser Arg Glu Arg Pro Leu Pro 

995 1000 1005 

Asn He Phe Asn Leu Tyr Thr lie Leu Thr Val Met Leu Gin Phe 
1010 1015 1020 

Phe Val His Phe Leu Ser Leu Val Tyr Leu Tyr Arg Glu Ala Gin 
1025 1030 1035 

Ala Arg Ser Pro Glu Lys Gin Glu Gin Phe Val Asp Leu Tyr Lys 
1040 1045 1050 

Glu Phe Glu Pro Ser Leu Val Asn Ser Thr Val Tyr He Met Ala 
1055 1060 1065 

Met Ala Met Gin Met Ala Thr Phe Ala He Asn Tyr Lys Gly Pro 
1070 1075 1080 

Pro Phe Met Glu Ser Leu Pro Glu Asn Lys Pro Leu Val Trp Ser 
1085 1090 1095 

Leu Ala Val Ser Leu Leu Ala He He Gly Leu Leu Leu Gly Ser 
1100 1105 1110 

Ser Pro Asp Phe Asn Ser Gin Phe Gly Leu Val Asp He Pro Val 
1115 1120 1125 

Glu Val Leu Leu Leu Asp Phe Cys Leu Ala Leu Leu Ala Asp Arg 
1130 1135 1140 

Val Leu Gin Phe Phe Leu Gly Thr Pro Lys Leu Lys Val Pro Ser 
1145 1150 1155 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 7510661CD1 



<400> 48 



Met Ala Ala Ala Ala Ala Val Gly Asn Ala Val Pro Cys Gly Ala 


1 




5 








10 


15 


Arg Pro 


Cys Gly Val 


Arg 


Pro Asp Gly Gin 


Pro Lys Pro Gly Pro 






20 








25 


30 


Gin Pro 


Arg Ala Leu 


Leu Ala Ala Gly Pro 


Ala Leu He Ala Asn 






35 








40 


45 


Gly Asp 


Glu Leu 


Val 


Ala 


Ala 


Val 


Trp Pro 


Tyr Arg Arg Leu Ala 






50 








55 


60 


Leu Leu 


Arg Arg 


Leu 


Thr 


Val 


Leu 


Pro Phe Ala Gly Leu Leu Tyr 






65 








70 


75 


Pro Ala Trp Leu Gly Ala Ala Ala Ala Gly Cys Trp Gly Trp Gly 






80 








85 


90 


Ser Ser 


Trp Val 


Gin 


He 


Pro 


Glu 


Ala Ala 


Leu Leu Val Leu Ala 






95 








100 


105 


Thr He 


Cys Leu 


Ala 


His 


Ala 


Leu 


Thr Val 


Leu Ser Gly His Trp 






110 








115 


120 


Ser Val 


His Ala 


His 


Cys 


Ala 


Leu Thr Cys 


Thr Pro Glu Tyr Asp 






125 








130 


135 


Pro Ser 


Lys Ala 


Thr 


Phe 


Val 


Lys 


Val Val 


Pro Thr Pro Asn Asn 






140 








145 


150 


Gly Ser Thr Glu Leu Val Ala Leu His Arg Asn Glu Gly Glu Asp 






155 








160 


165 


Gly Leu 


Glu Val 


Leu 


Ser 


Phe 


Glu 


Phe Gin 


Lys He Lys Tyr Ser 






170 








175 


180 


Tyr Asp 


Ala Leu 


Glu 


Lys 


Lys 


Gin 


Phe Leu 


Pro Val Ala Phe Pro 






185 








190 


195 


Val Gly Asn Ala 


Phe 


Ser 


Tyr 


Tyr 


Gin Ser 


Asn Arg Gly Phe Gin 






200 








205 


210 


Glu Asp 


Ser Glu 


He 


Arg 


Ala 


Ala 


Glu Lys 


Lys Phe Gly Ser Asn 






215 








220 


225 


Lys Ala 


Glu Met 


Val 


Val 


Pro 


Asp 


Phe Ser 


Glu Leu Phe Lys Glu 






230 








235 


240 


Arg Ala 


Thr Ala 


Pro 


Phe 


Phe 


Val 


Phe Gin 


Val Phe Cys Val Gly 






245 








250 


255 


Leu Trp 


Cys Leu 


Asp 


Glu 


Tyr 


Trp 


Tyr Tyr 


Ser Val Phe Thr Leu 






260 








265 


270 


Ser Met 


Leu Val 


Ala 


Phe 


Glu 


Ala 


Ser Leu 


Val Gin Gin Gin Met 






275 








280 


285 


Arg Asn 


Met Ser 


Glu 


He 


Arg 


Lys 


Met Gly Asn Lys Pro His Met 






290 








295 


300 


He Gin 


Val Tyr 


Arg 


Ser 


Arg 


Lys 


Trp Arg 


Pro He Ala Ser Asp 






305 








310 


315 


Glu He 


Val Pro 


Gly Asp 


He 


val 


Ser He 


Gly Arg Ser Pro Gin 






320 








325 


330 


Glu Asn 


Leu Val 


Pro 


Cys Asp Val 


Leu Leu 


Leu Arg Gly Arg Cys 






335 








340 


345 


He Val 


Asp Glu 


Ala 


Met 


Leu Thr Gly Glu 


Ser Val Pro Gin Met 






350 








355 


360 


Lys Glu 


Pro He 


Glu 


Asp 


Leu 


Ser 


Pro Asp Arg Val Leu Asp Leu 






365 








370 


375 


Gin Ala 


Asp Ser Arg 


Leu 


His 


Val 


He Phe Gly Gly Thr Lys Val 
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380 










385 










390 


Val 


Gin 


His 


lie 


Pro 
395 


Pro 


Gin 


Lys 


Ala 


Thr 
400 


Thr 


Gly 


Leu 


Lys 


Pro 
405 


Val 


Asp 


Ser Gly 


Cys 


Val 


Ala 


Tyr Val 


Leu Arg Thr Gly 


Phe 


Asn 










410 










415 










420 


Thr 


Ser 


Gin Gly 


Lys 


Leu 


Leu 


Arg 


Thr 


He 


Leu 


Phe 


Gly Val 


Lys 










425 










430 










435 


Arg Val 


Thr 


Ala 


Asn 


Asn 


Leu 


Glu 


Thr 


Phe 


He 


Phe 


He 


Leu 


Phe 










440 










445 










450 


Leu 


Leu 


Val 


Phe 


Ala 

*± >J <J 


lie 


Ala 


Ala 


Ala 


Ala 
460 


Tyr 


Val 




He 


Glu 
465 


Gly Thr 


juyo 




Pro 


Ser Arg 


Asn 


Arg 


Tvr 


Lys 


Leu 


Phe 


Leu 


Glu 










4.70 










475 










480 


Cys 


Thr 




T1 fa 


Leu 

/LAS 


Thr 


Ser 


Val 


Val 


Pro 
490 


Pro 


Glu 


Leu 


Pro 


He 
495 


Glu 


Leu 


Ser 


Leu 


Ala 

500 


Val 


Asn 


Thr 


Ser 


Leu 
505 


He 


Ala 


Leu 


Ala 


Lvs 

510 


Iteu 


Tyr 


Met 


Tyr 


515 


Thr 


Glu 


Pro 


Phe 


Arg 
520 


He 


Pro 


Phe 


Ala 


Gly 
525 


Lys 


Val 


Glu 


Val 


Cys 


Cys 


Phe 


Asp 


Lys 


Thr 


Gly Thr 


Leu 


Thr 


Ser 










530 










J J -J 










540 


Asp 


Ser 


Leu 


Val 


Val 


Arg Gly 


Val 


Ala 


Gly 


Leu 


Arg 


Asp 


Gly 


Lys 










545 










550 










555 


Glu 


Val 


Thr 


Pro 


Val 


Ser 


Ser 


He 


Pro 


Val 


Glu 


Thr 


His 


Arg Ala 










fin 
o o u 










565 










570 


Leu 


Ala 


Ser 


Cys 


His 


Ser 


Leu 


Met 


Gin 


Leu 


Asp 


Asp 


Gly Thr 


Leu 










575 










580 










585 


Val 


Gly 


Asp 


Pro 


Leu 
590 


Glu 


Lys 


Ala 


Met 


Leu 
595 


Thr 


Ala 


Val 


Asp 


Trp 
600 


Thr 


Leu 


Thr 


Lys 


Val 
605 


Pro 





















<210> 49 
<211> 462 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7510680CD1 



<400> 49 

Met Ala Thr Lys Pro Thr Glu Pro Val Thr He Leu Ser Leu Arg 
15 10 15 

Lys Leu Ser Leu Gly Thr Ala Glu Pro Gin Val Lys Glu Pro Lys 

20 25 30 

Thr Phe Thr Val Glu Asp Ala Val Glu Thr He Gly Phe Gly Arg 

35 40 45 

Phe His He Ala Leu Phe Leu He Met Gly Ser Thr Gly Val Val 

50 55 60 

Glu Ala Met Glu He Met Leu He Ala Val Val Ser Pro Val He 

65 70 75 

Arg Cys Glu Trp Gin Leu Glu Asn Trp Gin Val Ala Leu Val Thr 

80 85 90 

Thr Met Val Phe Phe Gly Tyr Met Val Phe Ser He Leu Phe Gly 

95 100 105 
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Leu Leu Ala Asp Arg Tyr Gly Arg Trp Lys 


■J. J. c 




Leu 


He 


Ser 






110 




115 










120 


Phe Leu 


Trp Gly Ala Tyr Phe Ser Leu 




Thr 


Ser 


Phe 


Ala 


Pro 






125 




130 










135 


Ser Tyr 


He Trp 


Phe 


Val Phe Leu Arg 


Thr 


Met 


Val 


Gly 


Cys 


Glv 






140 




145 










150 


Val Ser Gly His 


Ser Gin Gly Leu He 


He 


Lys 


Thr 


Glu 


Phe 


Leu 






155 




160 










165 


Pro Thr 


Lys Tyr Arg Gly Tyr Met Leu 


Pro 


Leu 


Ser 




Val 


Phe 






170 




175 










180 


Trp Leu Ala Gly Ser Leu Leu lie He Gly Leu Ala 


OCX, 


V CLX 


He 






185 




190 










195 


He Pro 


Thr He 


Gly Trp Arg Trp Leu 


He 


Arg 


Val 


Ala 


Ser 


He 






200 




205 










210 


Pro Gly 


He He 


Leu 


He Val Ala Phe 


Lys 


Phe 


He 


Pro 


Glu 


Ser 






215 




220 










225 


Ala Arg 


Phe Asn 


Val 


Ser Thr Gly Asn 


Thr 


Arg 


Ala 


Ala 


Leu 


Ala 






230 




235 










240 


Thr Leu Glu Arg Val 


Ala Lys Met Asn 


Arg 


Ser 


Val 


Met 


Pro 


Glu 






245 




250 










255 


Gly Lys 


Leu Val 


Glu 


Pro Val Leu Glu 


Lys 


Arg 


Gly Arg 


Phe 


Ala 






260 




265 










270 


Asp Leu 


Leu Asp 


Ala 


Lys Tyr Leu Arg 


Thr 


Thr 


Leu 


Gin 


lie 


Ti*n 






275 




280 










285 


Val He 


Trp Leu 


Gly 


He Ser Phe Ala 


Tyr 


Tyr Gly Val 


He 


Leu 






290 




295 










300 


Ala Ser 


Ala Glu 


Leu 


Leu Glu Arg Asp 


Leu 


Val 


Cys 


Gly 


Ser 


Lys 






305 




310 










315 


Ser Asp 


Ser Ala 


Val 


Val Val Thr Gly Gly Asp 


Ser 


Gly 


Glu 


Ser 






320 




325 










330 


Gin Ser 


Pro Cys 


Tyr 


Cys His Met Phe 


Ala 


Pro 


Ser 


Asp 










335 




340 










345 


Thr Met 


He He 


Ser Thr He Gly Glu 


He 


Ala 


Leu 


Asn 


Pro 


Leu 






350 




355 










360 


Asn He 


Leu Gly 


He 


Asn Phe Leu Gly Arg Arg Leu 


Ser 


Leu 


Ser 






365 




370 










375 


He Thr 


Met Gly 


Cys 


Thr Ala Leu Phe 


Phe 


Leu 


Leu 


Leu 


Asn 


He 






380 




385 










390 


Cys Thr 


Ser Ser 


Ala 


Gly Leu He Gly 


Phe 


Leu 


Phe 


Met 


Leu Arg 






395 




400 










405 


Ala Leu 


Val Ala 


Ala 


Asn Phe Asn Thr 


Val 


Tyr 


He 


Tyr 


Thr 


Ala 






410 




415 










420 


Glu Val 


Leu Met 


Ser 


Ala Ser He Leu Gly Ala 


Leu 


Cys 


Leu 


Phe 






425 




430 










435 


Ser Ser 


Val Cys 


Val 


Val Cys Ala He 


Ser 


Ala 


Phe 


Thr 


Leu 


Pro 






440 




445 










450 


He Glu Thr Lys Gly Arg Ala Leu Gin Gin 


He 


Lys 












455 




460 
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<223> Incyte ID No: 7505145CD1 



<400> 50 



Met Gly Trp Gly Gly Gly Gly Gly Cys Thr 


Pro Arg 


Pro 


Pro 




1 


5 


10 








15 


His Gin Gin Pro 


Pro Glu Arg Arg 


Val Val 


Thr Val 


Val 


Phe 


Leu 




20 


25 








30 


Gly Leu Leu Leu Asp Leu Leu Ala 


Phe Thr 


Leu Leu 


Leu 


Pro 


Leu 




35 


40 








45 


Leu Pro Gly Leu Leu Glu Ser His Gly Arg Ala His Asp 


Pro 


Leu 




50 


55 








60 


Tyr Gly Ser Trp Gin Gly Gly Val Asp Trp 


Phe Ala 


Thr 


Ala 


lie 




65 


70 








75 


Gly Met Pro Val 


Glu Lys Arg Tyr 


Asn Ser 


Val Leu 


Phe Gly Gly 




80 


85 








90 


Leu lie Gly Ser 


Ala Phe Ser Val 


Leu Gin 


Phe Leu 


Cys 


Ala 


Pro 




95 


100 








105 


Leu Thr Gly Ala Thr Ser Asp Cys 


Leu Gly Arg Arg 


Pro 


Val 


Met 




110 


115 








120 


Leu Leu Cys Leu 


Met Gly Val Ala 


Thr Ser 


Tyr Ala 


Val 


Trp 


Ala 




125 


130 








135 


Thr Ser Arg Ser 


Phe Ala Ala Phe 


Leu Ala 


Ser Arg 


Leu 


lie 


Gly 




140 


145 








150 


Gly lie Ser Lys 


Gly Asn Val Ser 


Leu Ser 


Thr Ala 


lie 


Val 


Ala 




155 


160 








165 


Asp Leu Gly Ser 


Pro Leu Ala Arg 


Ser Gin 


Gly Met 


Ala 


Val 


lie 


170 


175 








180 


Gly Val Ala Phe 


Ser Leu Gly Phe 


Thr Leu 


Gly Pro 


Met 


Leu Gly 




185 


190 








195 


Ala Ser Leu Pro 


Leu Glu Met Ala 


Pro Trp 


Phe Ala 


Leu 


Leu 


Phe 




200 


205 








210 


Ala Ala Ser Asp 


Leu Leu Phe^ lie 


Phe Cys 


Phe Leu 


Pro 


Glu 


Thr 




215 


220 








225 


Leu Pro Leu Glu 


Lys Arg Ala Pro 


Ser lie 


Ala Leu 


Gly 


Phe 


Arg 




230 


235 








240 


Asp Ala Ala Asp 


Leu Leu Ser Pro 


Leu Ala 


Leu Leu 


Arg 


Phe 


Ser 


245 


250 








255 


Ala Val Ala Arg Gly Gin Asp Pro 


Pro Ser 


Gly Asp Arg 


Leu 


Ser 




260 


265 








270 


Ser Leu Arg Arg 


Leu Gly Leu Val 


Tyr Phe 


Leu Tyr 


Leu 


Phe 


Leu 




275 


280 








285 


Phe Ser Gly Leu Glu Tyr Thr Leu 


Ser Phe 


Leu Thr 


His 


Gin 


Arg 




290 


295 








300 


Phe Gin Phe Ser Arg Pro Ser Cys 


Cys Trp 


Cys Pro 


Pro 


Ser 


Ser 




305 


310 








315 


Ser Ser Ala Gly Asp Val Leu Cys 


Pro Cys 


Trp Ala Trp Gly Cys 




320 


325 








330 


Cys Ser Thr Pro 


Leu Pro Pro Pro 


Leu Trp 


Cys Pro 


Ala 


Cys 


Pro 


335 


340 








345 


Pro Trp Ser Leu Ala Met Ala His Gin Gly Arg Arg Ala Arg 


Ser 




350 


355 








360 


Txp Val His Cys 


Ala Ala 














365 
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<212> PRT 

<213> Homo sapiens 
<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7505162CD1 

<400> 51 



Met 


Ala 


Ala 


Gin Gly Tyr 


Gly Tyr Tyr Arg Thr Val 


JLJL6 


Phe 


Ser 










5 






10 










15 


Ala 


Met. 


Phe 


Gly Gly Tyr 


Ser Leu Tyr 


Tyr 


Phe 


Asn 


TV vrr 

AX. ^ 


Lys 


Thr 










20 






25 










30 


Phe 


OC? J. 




Val 


Met 


Pro 


Ser Leu Val 


Glu 


Glu 


He 


Pro 


Leu Asp 










35 






40 










45 


Lys 


Asp 


Asp 


Leu Gly 


Phe 


He Thr Ser 


Ser 


Gin 


Ser 


Ala 


Ala 


Tyr 










50 






55 










60 


A1 A 
AJLCl 


Tl la 




Lys 


Phe 


Val 


Ser Gly Val 


Leu 


Ser Asp 


Gin 


Met 


Ser 










65 






70 










75 




AJL ^ 


irp 


Leu 


Phe 

80 


Ser 


Ser Gly Leu 


Leu 

85 


Leu 


Val 


Gly 


Leu 


Val 

90 


Aszi 


lie 


Phe 


Phe 


Ala 
95 


Trp 


Ser Ser Thr 


Val 
100 


Pro 


Val 


Phe 


Ala 


Ala 
105 


Leu 


Trp 


Phe 


Leu 


Asn 


Gly 


Leu Ala Gin Gly Leu Gly 


Trp 


Pro 


Pro 










110 






115 










120 








Val 


Leu Arg 


Lys Trp Phe 


Glu 


Pro 


Ser 


Gin 


Phe 


Gly 










125 






130 










135 


Thr 


Trp 


Trp 


Ala 


He 


Leu 


Ser Thr Ser 


Met 


Asn 


Leu 


Ala Gly Gly 










140 






145 










150 


JLtKS UI 




XT X. 


He 


Leu 
155 


Ala 


Thr He Leu 


Ala 
160 


Gin 


Ser 


Tyr 


Ser 


Trp 
165 








Leu 


Ala 


Leu 


Ser Gly Ala 


Leu 


Cys Val 


Val 


Val 


Ser 










170 






175 
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Asn Leu Ser 
Val Ala lie 
Pro Asn Leu 
Leu Leu Tyr 
Val lie He 
Leu Ser Gin 
Leu Lys Gin 
Leu Tyr Ala 
Arg Arg Lys 
Ser He Ser 
Leu He Thr 
Phe Ser Pro 



155 
Phe Cys Leu 

170 
Leu Val Glu 

185 
Lys Thr Pro 

200 
Gly Val Arg 

215 
Thr Tyr Trp 

230 
Pro He Asp 

245 
Ala Leu Thr 

260 
Val Arg Lys 

275 
Gin Ala Leu 

290 
Thr Phe Arg 

305 
Cys He Phe 

320 
Phe Gin Pro 

335 
Gin Glu Phe 

350 
Leu Ala Leu 

365 
Val Ala He 

380 
Lys He Tyr 

395 
Met Gly Glu 

410 

Asp Thr Asn 

425 
Trp Ala Met 

440 
Tyr He Leu 

455 
Leu Leu Ala 

470 

Ala Gin Arg 

485 
Thr Asn Glu 

500 
Trp Glu Asn 

515 
Glu Met Thr 

530 
He Phe Met 

545 

Phe Val Gly 

560 
Ser Val Ala 



Thr Gly Leu 
Val Asn Val 
Arg Glu Val 
Phe Leu Gin 
Trp Met Asn 
Leu Arg Ala 
Asn Tyr Gin 
Asp He Gin 
Ser His Ala 
He Leu Ala 
Gly He Val 
Lys Thr Gin 
Leu Ala Asn 
Leu Leu Gin 
Glu Thr Gly 
Asn Lys He 
Met Thr Ala 
Gin Leu Met 
Pro Val Gin 
Gly Val Ser 
Pro Val Gin 
Ser Thr Leu 
Met Leu Arg 
He Phe Arg 
Ser Leu Arg 
Asn Thr Ala 
His val Ser 
Phe Ala Ser 



160 

Leu Val He 
175 

He Arg Val 
190 

Lys Pro Pro 
205 

Pro Phe Val 

220 

Ala Phe He 
235 

He Gly Lys 
250 

Arg Leu Cys 
265 

Gly Thr Gin 

280 

Phe Gly Arg 
295 

Asp Leu Leu 
310 

Asp His Leu 
325 

Phe Leu Gly 

340 

Ala Tyr Val 
355 

Arg Thr Phe 
370 

He Asn Leu 
385 

Met His Leu 

400 

Gly Gin He 
415 

Trp Phe Phe 
430 

He He Val 
445 

Ala Leu He 
460 

Tyr Phe Val 
475 

Glu Tyr Ser 
490 

Gly He Lys 
505 

Thr Arg Val 

520 

Ala Phe Ala 
535 

He Pro He 
550 

Phe Phe Lys 
565 

Leu Ser Leu 



165 

Leu Tyr Gly 
180 

Arg Arg Tyr 
195 

Glu Asp Leu 
210 

Asn Leu Leu 

225 

Lys Thr Ala 
240 

Leu Pro He 
255 

Glu Ala Phe 
270 

Gly Ala Arg 

285 

Arg Leu Val 
300 

Gly Phe Ala 
315 

Gly Lys Glu 
330 

Val Tyr Phe 

345 

Leu Ala Val 
360 

Leu Gin Ala 
375 

Arg Gly Ala 
390 

Ser Thr Ser 

405 

Cys Asn Leu 
420 

Phe Leu Cys 
435 

Gly Val He 
450 

Gly Ala Ala 

465 

Ala Thr Lys 
480 

Asn Glu Arg 
495 

Leu Leu Lys 
510 

Glu Thr Thr 

525 

He Tyr Thr 
540 

Ala Ala Val 
555 

Glu Ala Asp 
570 

Phe His He 
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Leu Val Thr 
Val Lys Ala 
Ser Ala Glu 
Pro Gin Gly 
Val Asn Arg 
Gly Pro Leu 
Asn Cys Cys 
Asp Gly lie 
Gly Gin Leu 
Ser Leu Leu 
Ala Val Phe 
Asp Pro Ser 
Lys Arg Gly 
Asn Ala Thr 
Lys Gin Arg 
Asp lie Asp 
Arg Gly He 
Ala Arg Ala 
Pro Phe Ser 
Ala Gly lie 
Leu Val Thr 
He Ala Met 
Asp Phe Gin 
Leu Met Asn 
Glu Arg Lys 
Ser Ser Arg 
Glu Ala Ala 
His Gin Arg 



575 
Pro Leu Phe 

590 
Leu Val Ser 

605 
He Arg Glu 

620 
Pro Ala Ser 

635 

Lys Arg Pro 

650 
Gin Ser Leu 

665 
Val Gin He 

680 
Pro Thr Leu 

695 

Thr Met He 

710 
Leu Ala Ala 

725 
Trp Ser Ser 

740 
Pro Glu Arg 

755 
Pro Val Ala 

770 
Val Glu Glu 

785 
Tyr Lys Met 

800 
He Leu Pro 

815 

Asn Leu Ser 

830 
Leu Tyr Gin 

845 
Ala Leu Asp 

860 
Leu Glu Leu 

875 
His Lys Leu 

890 
Lys Asp Gly 

905 
Arg Ser Glu 

920 
Arg Gin Asp 

935 
Ala Thr Glu 

950 
Asp Gly Leu 

965 
Glu Ser Glu 

980 
Ala Glu He 



Leu Leu Ser 
Val Gin Lys 
Glu Gin Cys 
Lys Tyr Gin 
Ala Arg Glu 
Val Pro Ser 
Met Gly Gly 
Ser Asn He 
Val Gly Gin 
Leu Gly Glu 
Ser Leu Pro 
Glu Thr Ala 
Tyr Ala Ser 
Asn He He 
Val He Glu 
His Gly Asp 
Gly Gly Gin 
His Ala Asn 
He His Leu 
Leu Arg Asp 
Gin Tyr Leu 
Thr He Gin 
Cys Gin Leu 
Gin Glu Leu 
Pro Pro Gin 
Leu Gin Asp 
Glu Asp Asp 
Pro Trp Arg 



580 

Ser Val Val 
595 

Leu Ser Glu 

610 

Ala Pro His 
625 

Ala Val Pro 
640 

Asp Cys Arg 
655 

Ala Asp Gly 
670 

Tyr Phe Thr 
685 

Thr He Arg 
700 

Val Gly Cys 
715 

Met Gin Lys 
730 

Asp Ser Glu 
745 

Thr Asp Leu 

760 

Gin Lys Pro 
775 

Phe Glu Ser 
790 

Ala Cys Ser 

805 

Gin Thr Gin 
820 

Arg Gin Arg 
835 

Val Val Phe 
850 

Ser Asp His 

865 

Asp Lys Arg 
880 

Pro His Ala 
895 

Arg Glu Gly 
910 

Phe Glu His 

925 

Glu Lys Glu 
940 

Gly Leu Ser 
955 

Glu Glu Glu 
970 

Asn Leu Ser 
985 

Ala Cys Ala 



585 

Arg Ser Thr 
600 

Phe Leu Ser 
615 

Glu Pro Thr 
630 

Leu Arg Val 

645 

Gly Leu Thr 
660 

Asp Ala Asp 
675 

Trp Thr Pro 
690 

He Pro Arg 

705 

Gly Lys Ser 
720 

Val Ser Gly 
735 

He Gly Glu 
750 

Asp He Arg 
765 

Trp Leu Leu 
780 

Pro Phe Asn 
795 

Leu Gin Pro 
810 

He Gly Glu 
825 

He Ser Val 
840 

Leu Asp Asp 
855 

Leu Met Gin 
870 

Thr Val Val 
885 

Asp Trp He 
900 

Thr Leu Lys 
915 

Trp Lys Thr 
930 

Thr Val Thr 
945 

Arg Ala Met 
960 

Glu Glu Glu 
975 

Ser Met Leu 
990 

Lys Tyr Leu 
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995 1000 1005 

Ser Ser Ala Gly lie Leu Leu Leu Ser Leu Leu Val Phe Ser Gin 
1010 1015 1020 

Leu Leu Lys His Met Val Leu Val Ala He Asp Tyr Trp Leu Ala 
1025 1030 1035 

Lys Trp Thr Asp Ser Ala Leu Thr Leu Thr Pro Ala Ala Arg Asn 
1040 1045 1050 

Cys Ser Leu Ser Gin Glu Cys Thr Leu Asp Gin Thr Val Tyr Ala 
1055 1060 1065 

Met Val Phe Thr Val Leu Cys Ser Leu Gly He Val Leu Cys Leu 

1070 1075 1080 

Val Thr Ser Val Thr Val Glu Trp Thr Gly Leu Lys Val Ala Lys 

1085 1090 1095 

Arg Leu His Arg Ser Leu Leu Asn Arg He He Leu Ala Pro Met 

1100 1105 1110 

Arg Phe Phe Glu Thr Thr Pro Leu Gly Ser He Leu Asn Arg Phe 

1115 1120 1125 

Ser Ser Asp Cys Asn Thr He Asp Gin His He Pro Ser Thr Leu 

1130 1135 1140 

Glu Cys Leu Ser Arg Ser Thr Leu Leu Cys Val Ser Ala Leu Ala 

1145 1150 1155 

Val He Ser Tyr Val Thr Pro Val Phe Leu Val Ala Leu Leu Pro 

1160 1165 1170 

Leu Ala He Val Cys Tyr Phe He Gin Lys Tyr Phe Arg Val Ala 

1175 1180 1185 

Ser Arg Asp Leu Gin Gin Leu Asp Asp Thr Thr Gin Leu Pro Leu 

1190 1195 1200 

Leu Ser His Phe Ala Glu Thr Val Glu Gly Leu Thr Thr He Arg 

1205 1210 1215 

Ala Phe Arg Tyr Glu Ala Arg Phe Gin Gin Lys Leu Leu Glu Tyr 

1220 1225 1230 

Thr Asp Ser Asn Asn He Ala Ser Leu Phe Leu Thr Ala Ala Asn 

1235 1240 1245 

Arg Trp Leu Glu Val Arg Met Glu Tyr He Gly Ala Cys Val Val 

1250 1255 1260 

Leu He Ala Ala Val Thr Ser He Ser Asn Ser Leu His Arg Glu 

1265 1270 1275 

Leu Ser Ala Gly Leu Val Gly Leu Gly Leu Thr Tyr Ala Leu Met 

1280 1285 1290 

Val Ser Asn Tyr Leu Asn Trp Met Val Arg Asn Leu Ala Asp Met 

1295 1300 1305 

Glu Leu Gin Leu Gly Ala Val Lys Arg He His Gly Leu Leu Lys 

1310 1315 1320 

Thr Glu Ala Glu Ser Tyr Glu Gly Leu Leu Gly Glu Arg Leu Arg 

1325 1330 1335 

Glu Arg Gly Gly Glu Glu Ser Lys Glu Glu Cys Val Trp Val Gly 

1340 1345 1350 

Gly His Lys Gly Ala Trp Gly Trp Gly Gly Thr Phe Gly Tyr 

1355 1360 

<210> 60 
<211> 895 
<212> DNA 

<213> Homo sapiens 
<220> 
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<221> inisc_f eature 

<223> Incyte ID No: 7509332CB1 

<400> 60 

gagcacggag attcggcacg aggaggaaaa gcagcaaacc agatggagaa ggaaggccaa 60 
aaagataagt agaaagctgg accatgagct ccttgagggc agggactgaa tggttactat 120 
gtccccaggg cccagcatga ccttctcctg gattcctcat cttccttctg tgacctgtgt 180 
ctccatcagt ttctcctccg gcatcttttt cttacaggat tcttacctca ggaatagatg 240 
gacatggcct ggcagatgat gcagctgctg cttctggctt tggtgactgc tgcggggagt 300 
gcccagccca ggagtgcgcg ggccaggacg gacctgctca atgtctgcat gaacgccaag 360 
caccacaaga cacagcccag ccccgaggac gagctgtatg gccagtgcag tccctggaag 420 
aagaatgcct gctgcacggc cagcaccagc caggagctgc acaaggacac ctcccgcctg 480 
tacaacttta actgggatca ctgtgagcgc tggtgggagg actgtcgcac ctcctacacc 540 
tgcaaaagca actggcacaa aggctggaat tggacctcag ggattaatga gtgtccggcc 600 
ggggccctct gcagcacctt tgagtcctac ttccccactc cagccgccct ttgtgaaggc 660 
ctctggagcc actccttcaa ggtcagcaac tatagtcgag ggagcggccg ctgcatccag 720 
atgtggtttg actcagccca gggcaacccc aatgaggagg tggccaagtt ctatgctgcg 780 
gccatgaatg ctggggcccc gtctcgtggg attattgatt cctgatccaa gaagggtcct 840 
ctggggttct tccaacaacc tattctaata gacaaatcca catgaaaaaa aaaaa 895 

<210> 61 

<211> 1623 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7509102CB1 

<400> 61 

cagcaaagcc ctgacctgac ctcctgatgc tcaggagaag ccatgggccc ctcctgtcct 60 
gtgttcctgt ccttcacaaa gctcggcctg tggtggctcc ttctgacccc agcaggtgga 120 
gaggaagcta agcgcccacc tcccagggct cctggagacc cactctcctc tcccagtccc 180 
acggcattgc cgcagggagg ctcgcatacc gagactgagg accggctctt caaacacctc 240 
ttccggggct acaaccgctg ggcgcgcccg gtgcccaaca cttcagacgt ggatgagaag 300 
aaccaaatga tgaccaccaa cgtctggcta aaacaggagt ggagcgacta caaactgcgc 360 
tggaacccca ctgattttgg caacatcaca tctctcaggg tcccttctga gatgatctgg 420 
atccccgaca ttgttctcta caacaaaact gcaagatgaa gtttggctcc tggacttatg 480 
acaaggccaa gatcgacctg gagcagatgg agcagactgt ggacctgaag gactactggg 540 
agagcggcga gtgggccatc gtcaatgcca cgggcaccta caacagcaag aagtacgact 600 
gctgcgccga gatctacccc gacgtcacct acgccttcgt catccggcgg ctgccgctct 660 
tctacaccat caacctcatc atcccctgcc tgctcatctc ctgcctcact gtgctggtct 720 
tctacctgcc ctccgactgc ggcgagaaga tcacgctgtg catttcggtg ctgctgtcac 780 
tcaccgtctt cctgctgctc atcactgaga tcatcccgtc cacctcgctg gtcatcccgc 840 
tcatcggcga gtacctgctg ttcaccatga tcttcgtcac cctgtccatc gtcatcaccg 900 
tcttcgtgct caatgtgcac caccgctccc ccagcaccca caccatgccc cactgggtgc 960 
ggggggccct tctgggctgt gtgccccggt ggcttctgat gaaccggccc ccaccacccg 1020 
tggagctctg ccacccccta cgcctgaagc tcagcccctc ttatcactgg ctggagagca 1080 
acgtggatgc cgaggagagg gaggtggtgg tggaggagga ggacagatgg gcatgtgcag 1140 
gtcatgtggc cccctctgtg ggcaccctct gcagccacgg ccacctgcac tctggggcct 1200 
caggtcccaa ggctgaggct ctgctgcagg agggtgagct gctgctatca ccccacatgc 1260 
agaaggcact ggaaggtgtg cactacattg ccgaccacct gcggtctgag gatgctgact 1320 
cttcggtgaa ggaggactgg aagtatgttg ccatggtcat cgacaggatc ttcctctggc 1380 
tgtttatcat cgtctgcttc ctggggacca tcggcctctt tctgcctccg ttcctagctg 1440 
gaatgatctg actgcacctc cctcgagctg gctcccaggg caaaggggag ggttcttgga 1500 
tgtggaaggg ctttgaacaa tgtttagatt tggagatgag cccaaagtgc cagggagaac 1560 
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agccaggtga ggtgggaggt tggagagcca ggtgaggtct ctctaagtca ggctggggtt 1620 
gaa 1623 

<210> 62 
<211> 1802 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7509132CB1 

<400> 62 

gaatcagctg tgacgagccg catcagctta tactggcgca gtgtgctgga atgcgtcctt 60 
caggatcggt tctttcatct tcgccgcccc tgcgcgtcca gctcttctaa gacgagatgc 120 
cgtcgggctt ccaacagata ggctccgaag atggggaacc ccctcagcag cgagtgactg 180 
ggaccctggt ccttgctgtg ttctctgcgg tgcttggctc cctgcagttt gggtacaaca 240 
ttggggtcat caatgcccct cagaaggtga ttgaacagag ctacaatgag acgtggctgg 300 
ggaggcaggg gcctgaggga cccagctcca tccctccagg caccctcacc accctctggg 360 
ccctctccgt ggccatcttt tccgtgggcg gcatgatttc ctccttcctc attggtatca 420 
tctctcagtg gcttggaagg aaaagggcca tgctggtcaa caatgtcctg gcggtgctgg 480 
ggggcagcct catgggcctg gccaatgctg ctgcctccta tgaaatgctc atccttggac 540 
gattcctcat tggcgcctac tcaggtgctg ggcttggagt ccctcctggg cactgccagc 600 
ctgtggccac tgctcctggg cctcacagtg ctacctgccc tcctgcagct ggtcctgctg 660 
cccttctgtc ccgagagccc ccgctacctc tacatcatcc agaatctcga ggggcctgcc 720 
agaaagagtc tgaagcgcct gacaggctgg gccgatgttt ctggagtgct ggctgagctg 780 
aaggatgaga agcggaagct ggagcgtgag cggccactgt ccctgctcca gctcctgggc 840 
agccgtaccc accggcagcc cctgatcatt gcggtcgtgc tgcagctgag ccagcagctc 900 
tctggcatca atgctgtttt ctattattcg accagcatct tcgagacagc aggggtaggc 960 
cagcctgcct atgccaccat aggagctggt gtggtcaaca cagtcttcac cttggtctcg 102 0 
gtgttgttgg tggagcgggc ggggcgccgg acgctccatc tcctgggcct ggcgggcatg 1080 
tgtggctgtg ccatcctgat gactgtggct ctgctcctgc tggagcgagt tccagccatg 1140 
agctacgtct ccattgtggc catctttggc ttcgtggcat tttttgagat tggccctggc 1200 
cccattcctt ggttcatcgt ggccgagctc ttcagccagg gaccccgccc ggcagccatg 1260 
gctgtggctg gtttctccaa ctggacgagc aacttcatca ttggcatggg tttccagtat 1320 
gttgcggagg ctatggggcc ctacgtcttc cttctatttg cggtcctcct gctgggcttc 1380 
ttcatcttca ccttcttaag agtacctgaa actcgaggcc ggacgtttga ccagatctca 1440 
gctgccttcc accggacacc ctctctttta gagcaggagg tgaaacccag cacagaactt 1500 
gagtatttag ggccagatga gaacgactga ggggccaggc aggggtggga gagccagctc 1560 
tctctacccg gcccagagac cccttccttt cctctgcagc actttaaccc tctcttccct 1620 
attatttccg ggtggaaaag aatccctgca gcctggtaga attgggaagc tgggggaagg 1680 
gtggtctgag caccccctca ttcccctcgt gtgactctct tggattattt atgtgttgtg 1740 
gtttggccgt ggccatcagg gtgggccact ctcccctccc tcttccttcc cccatcccct 1800 
tt 1802 

<210> 63 
<211> 2139 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7509136CB1 

<400> 63 

agcctttggt gaagattgga tcgaaatcag accaatggac aagctctggc cgtgggtggt 60 
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ggacgggcct ggagtagaac tggaacgaga aggatgaaga gatgagcaca aaggtgtact 120 
tagacctgga gtggactgac tacaggctga gctgggaccc tgcggagcac gacggcatcg 180 
attcgctccg catcacggcg gaatccgtgt ggctccctga cgtggtgcta ctgaacaaca 240 
atgatgggaa ttttgacgtg gctctggaca ttagcgtcgt ggtgtcctcc gacggctccg 300 
tgcgttggca acccccgggc atctatcgca gcagctgcag catccaggtc acctacttcc 360 
ccttcgactg gcagaattgc actatggtgt tcagctccta cagctacgac agctcggagg 420 
tcagcctgca gacaggcctg ggtcctgacg ggcaagggca tcaggaaatc cacattcatg 480 
aagggacttt cattgagaat ggccagtggg agattatcca caagccctct cggctaatcc 540 
agcctccagg cgatcctagg ggagggaggg aaggacagcg ccaggaagtc atcttctacc 600 
tcatcatccg ccgcaagcct ctcttctacc tggtcaacgt cattgcccca tgcatcctca 660 
tcactcttct ggccatcttc gtcttctacc tgccaccaga tgcagtcatc cttagtgtcg 720 
tggttctcaa cctgcaccac cgctcacccc acacccacca aatgcccctt tgggtccgtc 780 
agatcttcat tcacaaactt ccgctgtacc tgcgtctaaa aaggcccaaa cccgagagag 840 
acctgatgcc ggagccccct cactgttctt ctccaggaag tggctggggt cggggaacag 900 
atgaatattt catccggaag ccgccaagtg attttctctt ccccaaaccc aataggttcc 960 
agcctgaact gtctgcccct gatctgcggc gatttatcga tggtccaaac cgggctgtgg 1020 
ccctgcttcc ggagctacgg gaggtcgtct cctctatcag ctacatcgct cgacagctgc 1080 
aggaacagga ggaccacgat gcgctgaagg aggactggca gtttgtggcc atggtagtgg 1140 
accgcctctt cctgtggact ttcatcatct tcaccagcgt tgggacccta gtcatcttcc 1200 
tggacgccac gtaccacttg ccccctccag acccctttcc ttgaagactg gagggttgag 1260 
acccaggccc cctgccagtt gaagtgagag tttggtgata ctgtcaagcc ccatccttct 1320 
ctgcctctta actccttcac gaggaatctg ggcctcttat ttcgtttctg gggactgcat 1380 
tggactgagg gctgggtagg caggtgtctt ggacccacct gaaatgcagt atcatctgat 1440 
ttactctttg ggatcttgaa gaagctcttt tgggtatcaa cacctaggtc gccagtgaaa 1500 
tagaacacag aacaggaact agattataag ccttatgagg tcaagaaatg tgacttggcc 1560 
gggcgcggtg gctcacgcct gtaatcccag cactttggga ggccaaggcg ggcggatcac 1620 
ctgaggtcgg gagtttgaga ccagcccgac caacatggag aaaccctgtc tctactaaaa 1680 
atacaaaatt agccaggtgt ggtggtacat gcctgtaatc ccagctacta gggaggctga 1740 
ggcaggagaa tcactcgaac ccgggaggca gaggttgcag tgagtcaaga tcacgccatt 1800 
gcactccagc ctgggcaaca agagcgaaac tccatctcaa aaaaaaaaaa gtgtcttgtt 1860 
cactgcagca tgcccagtgc cacgcacagg tgctgaccta tagtaagtgc ttaacatttg 1920 
ttgaataggg gaaagaaatt tccggaagta aatacagcaa ttaataatgt ttataagctg 1980 
ggcatggtcg ctcaggccag taatcccagt gacttaggag gctgaggtgg gaggattact 2040 
tgaaacccac agtttgagac cagcctgggc aacatagtga gaccctgtct ctaaaaaaat 2100 
aaaaatagaa ataaagtagt gcttattgtt tgcaaaaaa 2139 

<210> 64 

<211> 1461 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7509178CB1 

<400> 64 

cacaagctcc ggtagcccat ggagccctgg cctctcctcc tgctctttag cctttgctca 60 
gctggcctcg tcctgggctc cgaacatgag acccgtctgg tggcaaagct atttaaagac 120 
tacagcagcg tggtgcggcc agtggaagac caccgccagg tcgtggaggt caccgtgggc 180 
ctgcagctga tacagctcat caatgtggat gaagtaaatc agatcgtgac aaccaatgtg 240 
cgtctgaaac agaactgcag catgaagctg ggcacctgga cctacgacgg ctctgtcgtg 300 
gccatcaacc cggaaagcga ccagccagac ctgagcaact tcatggagag cggggagtgg 3 60 
gtgatcaagg agtcccgggg ctggaagcac tccgtgacct attcctgctg ccccgacacc 420 
ccctacctgg acatcaccta ccacttcgtc atgcagcgcc tgcccctcta cttcatcgtc 480 
aacgtcatca tcccctgcct gctcttctcc ttcttaactg gcctggtatt ctacctgccc 540 
acagactcag' gggagaagat gactctgagc atctctgtct tactgtcttt gactgtgttc 600 
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cttctggtca tcgtggagct gatcccctcc 
tacatgctgt tcaccatggt gttcgtcatt 
aacacacacc accgctcacc cagcacccat 
atcgacacta tcccaaatat catgtttttc 
caagacaaaa agatttttac agaagacatt 
cctccaccca tgggcttcca ctctcccctg 
gagggcatca agtacatcgc agagaccatg 
gcagagtgga agtacgttgc aatggtgatg 
gtttgcatca tcggaaccct agccgtgttt 
ggatgagcag aaaatgagct gagcttagct 
gcaggagagg aagatttgtc tacttgctcc 
tacttattat tgatgataag atttaccttt 
tattgcttct ccctttagtt ctgctgtctc 
aactaatcac taaaaaaagt gttcatttcc 
cgaggtttct gttgcattgc a 



acgtccagtg ctgtgccctt gattggaaaa 660 
gcctccatca tcatcactgt catcgtcatc 720 
gtcatgccca actgggtgcg gaaggttttt 780 
tccacaatga aaagaccatc cagagaaaag 840 
gatatctctg acatttctgg aaagccaggg 900 
atcaaacacc ccgaggtgaa aagtgccatc 960 
aagtcagacc aggagtctaa caatgcggcg 1020 
gaccacatac tcctcggagt cttcatgctt 1080 
gcaggtcgac tcattgaatt aaatcagcaa 1140 
ctgccctgga acctaccaga gcagagaagg 1200 
actcgcactt atcaaacgtg ttatattcca 1260 
atgtaagttt atggccttga agtgttttca 1320 
cctgaagagt gaaccctctt tagtaaatga 1380 
agtgtctgga agagtttttg ccaggataac 1440 

1461 



<210> 65 
<211> 738 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7509214CB1 



<400> 65 

gacagcggcc tggctaactc ctgccaggca 
gagctcccct gaacagcagc tgcagcagcc 
ttcacgctgg cgcccagcca tggggtacgg 
cttcacagag aaggctgtgg ttcccctggg 
ggcatggccc cccatcttct ttggtgcccg 
gctggtcagt ggggcggcgg cagccactac 
cgcccgcctg ctctacccct acctggcctg 
cgtatggcgg gacaaccatg gctggcgtgg 
cccaccaggg actgcagctg caccagcagg 
acgctttcat gaccactggg cctgctagtc 
gcttcagagg tggccccacc tgagccccca 
gcttagagca tgttcttgga acatggaatt 
ttaaaaaaaa aaaaaaaa 



gtgcccttcc cggagcgtgc cctcgccgct 60 
atggccccgc cctgggtgcc cgccatgggc 120 
ctcctacctg gtctggaaag agctgggagg 180 
cctctacact gggcagctgg ccctgaactg 240 
acaaatgggc tgggccttgg tggatctcct 300 
cgtggcctgg taccaggtga gcccgctggc 360 
gctggccttc gcgaccacac tcaactactg 420 
gggacggcgg ctgccagagt gagtgcccgg 480 
tgccatcacg cttgtgatgt ggtggccgtc 540 
tgtcagggcc ttggcccagg ggtcagcaga 600 
cccgggagca gtgtcctgtg ctttctgcat 660 
ttataagctg aataaagttt ttgacttcct 720 

738 



<210> 66 
<211> 2106 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7509244CB1 



<400> 66 

agcctttggt gaagattgga tcgaaatcag 
ggacgggcct ggagtagaac tggaacgaga 
tagacctgga gtggactgac tacaggctga 
attcgctccg catcacggcg gaatccgtgt 
atgatgggaa ttttgacgtg gctctggaca 
tgcgttggca acccccgggc atctatcgca 



accaatggac aagctctggc cgtgggtggt 60 
aggatgaaga gatgagcaca aaggtgtact 120 
gctgggaccc tgcggagcac gacggcatcg 180 
ggctccctga cgtggtgcta ctgaacaaca 240 
ttagcgtcgt ggtgtcctcc gacggctccg 300 
gcagctgcag catccaggtc acctacttcc 360 
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ccttcgactg gcagaattgc actatggtgt 
tcagcctgca gacaggcctg ggtcctgacg 
aagggacttt cattgagaat ggccagtggg 
agcctccagg cgatcctagg ggagggaggg 
tcatcatccg ccgcaagcct ctcttctacc 
tcactcttct ggccatcttc gtcttctacc 
tctcaatctt tgccctgctg acccttactg 
ctgagacctc actatcagta cccattatta 
tcaccttctc agtcatcctt agtgtcgtgg 
cccaccaaat gcccctttgg gtccgtcaga 
gtctaaaaag gcccaaaccc gagagagacc 
ctatcagcta catcgctcga cagctgcagg 
actggcagtt tgtggccatg gtagtggacc 
ccagcgttgg gaccctagtc atcttcctgg 
cctttccttg aagactggag ggttgagacc 
ggtgatactg tcaagcccca tccttctctg 
ctcttatttc gtttctgggg actgcattgg 
cccacctgaa atgcagtatc atctgattta 
gtatcaacac ctaggtcgcc agtgaaatag 
tatgaggtca agaaatgtga cttggccggg 
tttgggaggc caaggcgggc ggatcacctg 
catggagaaa ccctgtctct actaaaaata 
tgtaatccca gctactaggg aggctgaggc 
gttgcagtga gtcaagatca cgccattgca 
atctcaaaaa aaaaaaagtg tcttgttcac 
tgacctatag taagtgctta acatttgttg 
acagcaatta ataatgttta taagctgggc 
ttaggaggct gaggtgggag gattacttga 
atagtgagac cctgtctcta aaaaaataaa 
aaaaaa 



tcagctccta cagctacgac agctcggagg 420 
ggcaagggca tcaggaaatc cacattcatg 480 
agattatcca caagccctct cggctaatcc 540 
aaggacagcg ccaggaagtc atcttctacc 600 
tggtcaacgt cattgcccca tgcatcctca 660 
tgccaccaga tgcaggagag aagatggggc 720 
tgttcctgct gctgctggct gacaaagtac 780 
tcaagtacct catgtttacc atggtcctcg 840 
ttctcaacct gcaccaccgc tcaccccaca 900 
tcttcattca caaacttccg ctgtacctgc 960 
tgatgccgga gctacgggag gtcgtctcct 1020 
aacaggagga ccacgatgcg ctgaaggagg 1080 
gcctcttcct gtggactttc atcatcttca 1140 
acgccacgta ccacttgccc cctccagacc 1200 
caggccccct gccagttgaa gtgagagttt 1260 
cctcttaact ccttcacgag gaatctgggc 1320 
actgagggct gggtaggcag gtgtcttgga 1380 
ctctttggga tcttgaagaa gctcttttgg 1440 
aacacagaac aggaactaga ttataagcct 1500 
cgcggtggct cacgcctgta atcccagcac 1560 
aggtcgggag tttgagacca gcccgaccaa 1620 
caaaattagc caggtgtggt ggtacatgcc 1680 
aggagaatca ctcgaacccg ggaggcagag 1740 
ctccagcctg ggcaacaaga gcgaaactcc 1800 
tgcagcatgc ccagtgccac gcacaggtgc 1860 
aataggggaa agaaatttcc ggaagtaaat 1920 
atggtcgctc aggccagtaa tcccagtgac 198a 
aacccacagt ttgagaccag cctgggcaac 2040 
aatagaaata aagtagtgct tattgtttgc 2100 

2106 



<210> 67 

<211> 2334 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc^feature 

<223> Incyte ID No': 7509256CB1 



<400> 67 

ctcgagccgc tcgagccgcg ggcggctggg 
acccttagca gccactgcca cctgggcccg 
ggcaggggcg cctccggatc gatcttctga 
gacaactgcc tttttaattt taatttcctt 
gtcttcaaag aaagggaagg ggaaaaagaa 
agaggacctt gcccgagtac ctgccaactc 
cagttatgat cccaggataa gaccaaactt 
catttttatt aacagttttg gatccattca 
cttcctgaga caaaaatgga atgaccccag 
agatgcactg acagtggatc caacaatgta 
tgcaaatgaa aaaagtgcca attttcatga 
ttttcgtgat ggagatgtcc ttgtcagcat 
ggacttgaca ttgtttccca tggatacaca 
ttacacaact gatgatttac gatttatctg 
aattgccttg cctcaatttg atatcaaaaa 



acgcagctgc ccccgctcgg cgcccgctgc 60 
gagcctccac gatctcgccc ggcgattgtg 120 
aattcaagtt ttcaagatga agtttttatt 180 
gtgggtggaa gaagcctatt ctaaggaaaa 240 
gcagtatcta tgcccatctc agcagtcagc 300 
cactagcaat atcttgaaca ggttattggt 360 
caaaggcatt cctgttgatg tagtagtcaa 420 
agaaacaaca atggactata gagttaacat 480 
gctgaagctc cccagtgatt ttaggggttc 540 
caagtgttta tggaaacctg atttattttt 600 
tgtgacccag gaaaacatcc tcctctttat 660 
gaggttatct attactcttt catgcccttt 720 
acgttgcaag atgcaactgg agagctttgg 780 
gcagtcagga gatcctgtgc aattagaaaa 840 
ggaagatatt gaatatggta actgtacaaa 900 
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atactataaa ggcacgggct actacacatg cgtggaagtc atcttcaccc tgaggaggca 9 60 
ggtcggcttt tacatgatgg gggtctacgc cccaaccctg ctcattgttg ttctctcctg 1020 
gctttccttc tggatcaacc cggacgcgag tgctgccaga gtgcccctgg gttggtgaga 1080 
ccagatgcaa aaaagtttgt acttctaagt ctgatctgag atctaatgac ttcagcattg 1140 
ttggaagctt accaagagat tttgaactat ccaattatga ctgctatgga aaacccattg 1200 
aagttaacaa cggacttggg aaatctcagg ctaagaacaa caagaagcct ccccctgcga 1260 
aacctgttat tccaacagca gcaaagcgaa ttgatcttta tgcaagagca ttgtttcctt 1320 
tctgcttctt gttcttcaat gttatatatt ggtctatata tttatgataa atcttttcca 1380 
tttgtacaaa ataaaattcc atttcattgt gacctactcc tttcataaat gccaatctgt 1440 
gagaactttt gaattttcat agcaacattg cattttggat gccatttgat tgtaataaaa 1500 
ctgtggcacc ttaattttga atggcagcat gatcatgtaa tatctgtgct ctaataacga 1560 
tgtatatatg tatagtgaac atattgctta gtaacaaatg aaggacaagc atactacata 1620 
atataatcca tacaattctc ttcagttagt gtaaactgca aatactacag ataattctga 1680 
taataaaatg atatgcacgc tgaatcctgc tatggtcacc attctaatgt atgtagtatt 1740 
tcaaatttcc ttccttgtaa ctttcaaaga aagccatctt attcttgtaa aattttagat 1800 
ggtattatca cagatttaaa aaggttgtat tacatattgt ttaaactttg taagtagaaa 1860 
tatatctgtt ataattatac aggctctgtg gagaaataaa gttcaaaaaa tattaatttg 1920 
taaaatcagc tcgttttaaa gtgtgcttgt gttgtcaaaa atatcagata gtaatacaca 1980 
gtgagcattt ttaaacaaag ggaaacctat atttatgtaa ctgtatactg aattctgaca 2040 
aaataaaaaa agatacctta ttgacgaaat atttaggata aacaaaattc tatttaatcc 2100 
accttaaaac ctaaatgtat tttcatggat ttcatttgtt ggtacatatt acacaaaaca 2160 
ttgtgcctta aaatgagtca tacatctttt aaattggaat gcagtaatag atatgtgatt 2220 
ttacatcatt tttaagaaac caaggggaag taataagttg aaaaagaaat ccataactat 2280 
taaaagattt taactttttt attttattaa aatgcttgca tattttaagt aaaa 2334 

<210> 68 

<211> 1475 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7509395CB1 

<400> 68 

ccacggccag tgtgctcgaa tcggtacttc acaagctccg gtagcccatg gagccctggc 60 
ctctcctcct gctctttagc ctttgctcag ctggcctcgt cctgggctcc gaacatgaga 120 
cccgtctggt ggcaaagcta tttaaagact acagcagcgt ggtgcggcca gtggaagacc 180 
accgccaggt cgtggaggtc accgtgggcc tgcagctgat acagctcatc aatgtggatg 240 
aagtaaatca gatcgtgaca accaataact gcagcatgaa gctgggcacc tggacctacg 300 
acggctctgt cgtggccatc aacccggaaa gcgaccagcc agacctgagc aacttcatgg 360 
agagcgggga gtgggtgatc aaggagtccc ggggctggaa gcactccgtg acctattcct 420 
gctgccccga caccccctac ctggacatca cctaccactfc cgtcatgcag cgcctgcccc 480 
tctacttcat cgtcaacgtc atcatcccct gcctgctctt ctccttctta actggcctgg 540 
tattctacct gcccacagac tcaggggaga agatgactct gagcatctct gtcttactgt 600 
ctttgactgt gttccttctg gtcatcgtgg agctgatccc ctccacgtcc agtgctgtgc 660 
ccttgattgg aaaatacatg ctgttcacca tggtgttcgt cattgcctcc atcatcatca 720 
ctgtcatcgt catcaacaca caccaccgct cacccagcac ccatgtcatg cccaactggg 780 
tgcggaaggt ttttatcgac actatcccaa atatcatgtt tttctccaca atgaaaagac 840 
catccagaga aaagcaagac aaaaagattt ttacagaaga cattgatatc tctgacattt 900 
ctggaaagcc agggcctcca cccatgggct tccactctcc cctgatcaaa caccccgagg 960 
tgaaaagtgc catcgagggc atcaagtaca tcgcagagac catgaagtca gaccaggagt 1020 
ctaacaatgc ggcggcagag tggaagtacg ttgcaatggt gatggaccac atactcctcg 1080 
gagtcttcat gcttgtttgc atcatcggaa ccctagccgt gtttgcaggt cgactcattg 1140 
aattaaatca gcaaggatga gcagaaaatg agctgagctt agctctgccc tggaacctac 1200 
cagagcagag aagggcagga gaggaagatt tgtctacttg ctccactcgc acttatcaaa 1260 
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cgtgttatat tccatactta ttattgatga taagatttac ctttatgtaa gtttatggcc 1320 
ttgaagtgtt ttcatattgc ttctcccttt agttctgctg tctccctgaa gagtgaaccc 1380 
tctttagtaa atgaaactaa tcactaaaaa aagtgttcat ttccagtgtc tggaagagtt 1440 
tttgccagga taaccgaggt ttctgttgca ttgca 1475 

<210> 69 

<211> 1295 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7503287CB1 

<400> 69 

ccaggacccg ccgccggctg ccggcttgcc gaagccccct caggatcccc tcaacaagga 60 
tggaactgaa ggccgaggag gaggaggtgg gtggcgtcca gccggtgagc atccaggcct 120 
tcgccagcag ctccacactg cacggcctgg cccacatctt ctcctacgag cggctgtctc 180 
tgaagcgggc actgtgggcc ctgtgcttcc tgggctcgct ggctgtgctg ctgtgtgtgt 240 
gcacggagcg tgtgcagtac tacttccact accaccatgt caccaagctc gacgaggtgg 300 
ctgcctctca gcttaccttc cctgctgtca cgctgtgcaa cctcaacgag ttccgcttta 360 
gccaagtctc caagaatgac ctgtatcatg ctggggagct gctggccctg ctcaacaaca 420 
ggtatgagat accagacaca cagatggcag atgaaaagca gctggagata ctgcaggaca 480 
aagccaactt ccgcagcttc aaacccaaac ccttcaacat gcgtgagttc tacgaccgag 540 
ctgggcacga cattcgagac atgctgctct cctgccactt ccggggggag gtctgcagcg 600 
ctgaagactt caaggtggtc ttcacacgct atggaaagtg ctacacgttc aactcgggcc 660 
gagatgggcg gccgcggctg aagaccatga agggtgggac gggcaatggg ctggaaatca 720 
tgctggacat ccagcaggac gagtacctgc ctgtgtgggg ggagactgac gagacgtcct 780 
tcgaagcagg catcaaagtg cagatctttc ctcttgtctg tggtaaggaa ggagtcttga 840 
ccatagagtc ctctctctgc ctctatccca ttctttttac atttaacaaa actaatctaa 900 
aaaagaacta aaaagggaga acggggcaag ggacctcagg ctgcccctct ctcctccatg 960 
ctgcctcccc tagctcccag cctgaattct gtctatctag ctgtctgcca tctgagtgtc 1020 
catctacatt ctgctgccac cagtcaccaa aggcccttcc cagtgagggg tggaagggat 1080 
ctctggggtc tggaatttgg ccccaaacca gagaatgtac cttaaggggg agggctagtg 1140 
tgggggaggg aggcttcccc agccttaaga gaccctctca gcccagtgac tgtccccaaa 1200 
cccaagtctc ctggcaggaa ctaaaacctc agccccactc tctcacacca tgtggaatct 1260 
cgtgggggtc ggggatcccc ttaagaagtg gtaat 1295 

<210> 70 

<211> 1386 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7503320CB1 

<400> 70 

tgcagctccg ggactcaaca tgcgctgctc gccgggaggc gtctggctgg cgctggccgc 60 
gtcgctcctg cacgtgtccc tgcaaggcga gttccagagg aagctttaca aggagctggt 120 
caagaactac aatcccttgg agaggcccgt ggccaatgac tcgcaaccac tcaccgtcta 180 
cttctccctg agcctcctgc agatcatgga cgtggatgag aagaaccaag ttttaaccac 240 
cacgaccccg acgggggcaa gatgcccaag tggaccagag tcatccttct gaactggtgc 300 
gcgtggttcc tgcgaatgaa gaggcccggg gaggacaagg tgcgcccggc ctgccagcac 3 60 
aagcagcggc gctgcagcct ggccagtgtg gagatgagcg ccgtggcgcc gccgcccgcc 420 
agcaacggga acctgctgta catcggcttc cgcggcctgg acggcgtgca ctgtgtcccg 480 
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acccccgact ctggggtagt gtgtggccgc 
ctcctgcacg gcgggcaacc ccccgagggg 
gtccgctaca ttgccaaccg cttccgctgc 
tggaagttcg ccgcctgtgt ggtggaccgc 
atcatctgca ccatcggcat cctgatgtcg 
gactttgcgt aaccacgcct ggttctgtac 
ttggcttggc gagatttggg ggtgctaatc 
gttcccttct ggctgtcagt cgtgttgctt 
tctcagcact ttgtttcata ttctcagatg 
catcggtcag cagggccact gagtagtcat 
cttcggagag ctccccatgg ctcctcacca 
aaggtctacc tgaaaattca acatttgctt 
aaaataaacc agactcacta aatcctttcc 
acaaaaacta aaaacctctt agcttttctg 
ctatcaaaga cggtagagag aaacagcttg 
tcggtc 



atggcctgct cccccacgca cgatgagcac 540 
gacccggact tggccaagat cctggaggag 600 
caggacgaaa gcgaggcggt ctgcagcgag 660 
ctgtgcctca tggccttctc ggtcttcacc 720 
gctcccaact tcgtggaggc cgtgtccaaa 780 
atgtggaaaa ctcacagatg ggcaaggcct 840 
caggacagca ttacacgcca caactccagt 900 
acggtttctt tgttacttta ggtagtagaa 960 
ggctgataga tatccttggc acatccgtac 1020 
tttgcccatt agcccactgc ctggaaagcc 1080 
ccgagacagt tggttttgca tgtctgcatg 1140 
tttgcttgtg tacaaaccca gattgaagct 1200 
aataattgac tggtggaagg aaaacaaaaa 1260 
caattcaact ttttattttt atttttattt 1320 
atgctgtttc tacattaaaa aaaaaattgg 1380 

1386 



<210> 71 

<211> 2213 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7503335CB1 



<400> 71 

gttactggga gggggcttgc tgtggccctg 
gcgcagggag ggaggctgtc accatgccgg 
atgagacgaa caaagtcact cggatccaga 
tccacgtgat catcttttcc tacgtttgct 
ggaaagagcc tgtcatcagt tctgtgcaca 
aggagatcgt ggagaatgga gtgaagaagt 
acaccttccc tttgcagggg aactctttct 
gccaagagca gcggttgtgt cccgagtatc 
gaggttgtaa aaagggatgg atggacccgc 
tagtgcatga agggaaccag aagacctgtg 
tggaagaggc cccccggcct gctctcttga 
agaacaatat cgacttcccc ggccacaacti 
acatcacttg taccttccac aagactcaga 
acatcttccg agaacaggcg ataatttttc 
acaaggaaaa caatgttgag aaacggactc 
tcctggtttt tggcaccgga ggaaaatttg 
caaccctctc ctacttcggt ctggccgctg 
ccagtaactg ctgtcgctcc catatttatc 
tcaacgaata ctactacagg aagaagtgcg 
agtatgtgtc ctttgtggat gaatcccaca 
gaagtctgca agatgtcaag ggccaagaag 
tgtccaggct gcccctggcc ctccatgaca 
tacagctgct tagaaaggag gcgactccta 
gtggaagctg cctcccatct caactccctg 
gccggaaaaa gccgggggcc tgcatcacca 
ccagacacgt cctgcagttc ctcctgctct 
attccaccaa cagccggctg cggcactgtg 
gctcccagga catggctgac tttgccatcc 
aagagtttcc aaagagtgaa gggcagtaca 



tcaggaagag tagagctctg gtccagctcc 60 
cctgctgcag ctgcagtgat gttttccagt 120 
gcatgaatta tggcaccatt aagtggttct 180 
ttgctctggt gagtgacaag ctgtaccagc 240 
ccaaggtgaa ggggatagca gaggtgaaag 300 
tggtgcacag tgtctttgac accgcagact 360 
tcgtgatgac aaactttctc aaaacagaag 420 
ccacccgcag gacgctctgt tcctctgacc 480 
agagcaaagg aattcagacc ggaaggtgtg 540 
aagtctctgc ctggtgcccc atcgaggcag 600 
acagtgccga aaacttcact gtgctcatca 660 
acaccacgag aaacatcctg ccaggtttaa 720 
atccacagtg tcccattttc cgactaggag 780 
agatgtggca attcagatac gccaagtact 840 
tgataaaagt cttcgggatc cgttttgaca 900 
acattatcca gctggttgtg tacatcggct 960 
tgttcatcga cttcctcatc gacacttact 1020 
cctggtgcaa gtgctgtcag ccctgtgtgg 1080 
agtccattgt ggagccaaag ccgacattaa 1140 
ttaggatggt gaaccagcag ctactaggga 1200 
tcccaagacc tgcgatggac ttcacagatt 1260 
cacccccgat tcctggacaa ccagaggaga 1320 
gatccaggga tagccccgtc tggtgccagt 1380 
agagccacag gtgcctggag gagctgtgct 1440 
cctcagagct gttcaggaag ctggtcctgt 1500 
accaggagcc cttgctggcg ctggatgtgg 1560 
cctacaggtg ctacgccacc tggcgcttcg 1620 
tgcccagctg ctgccgctgg aggatccgga 1680 
gtggcttcaa gagtccttac tgaagccagg 1740 
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caccgtggct cacgtctgta atcccagcgc 
aggtcgggag ttggagaccc gcctggctaa 
caaaaatcag ccagacatgg tggcatgcac 
cacaagaatc acttgaaccc gggaggcaga 
tctccagcct gggaggcaca gcaaactgtc 
gccgggggct tgcagtaccc atgttaactt 
gcaaagctct gtggccactt ttccagccaa 
ggggtctgaa gcaaaggggc ctggttaaac 



tttgggaggc cgaggcaggc agatcacctg 1800 
caaggcgaaa tcctgtctgt actaaaaata 1860 
ctgcaatccc agctactcgg gaggctgagg 1920 
ggttgtagtg agcccagatt gtgccactgc 1980 
ccaaaaaaaa caaaagagtc cttaccaata 2040 
gaccatttac caagcaattg aacttcacct 2100 
agggaaatat gcttcacctc ggtggccctc 2160 
aaccaaaaat ccttaaatgg age 2213 



<210> 72 

<211> 1289 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7503952CB1 



<400> 72 

gagaaattga gcggcattcc atctggtagg 
cccaggaatg ttgtcaagtg taatggctcc 
aattctagcc acagatacac atcatcccca 
gctattacag aaatatcata aagaagtgag 
agtctacctg gacctgttcg tccatgctat 
aaagacaagt gtatggtacc aagaggtctg 
catgtttgat gagattagag agatctccct 
catcatcaat gagtttgtgg acattgaaag 
ctcatctggg accattgaga actataagcc 
gacatatgct tttccatttg atgtccagaa 
tacagtggaa gacgtagacc tggcctttct 
aaaggcgttt ttgaatgaca gtgagtggga 
cctgcagagc agcgctggag gatttgcaca 
tgcatggcct tcttggttct cagcttagct 
gatgagcagc gtggtggaca ggagcagccc 
gacaggccta gagtggaacc cagggcccaa 
ggagagcacc tggcccagcc aggaaccctg 
agcaactacc tccaaactca ggaccagaca 
ctgtcccgct ttgaccgact gctcttccaa 
atcactctgt gctccctctg ggcactgtgg 
gtaattgtgc tggcacttag gagagagagg 
ctgggtcggg tgtggtggtt cttgcctat 



caagtttgca tttctccttt ttgggatctg 60 
cctgtgggcc tgcatcctgg tggctgcagg 120 
ggattctgct ctgtatcatc tcagcaagca 180 
acctgtttac aactggacca aggccaccac 240 
attggatgtg gatgcagaga atcaaatatt: 3 00 
gaatgatgaa tttttatcct ggaactccag 360 
acctctaagt gccatctggg cccccgatat 420 
ataccctgac cttccctatg tttatgtgaa 480 
catccaggtg gtctctgcgt gcagtttaga 540 
ttgcagcctg accttcaaga gcattctgca 600 
gaggagccca gaagacattc agcatgacaa 660 
acttctatct gtgtcctcca catacagcat 720 
gattcagttt aatggcactt cttcaccatc 780 
aagtccatcg tgttggtcaa- attcctccat 840 
ttcttgtgcc ttcgagggga caccgatgct 900 
cgtgctgtgg taacagagtc ctcgctgtat 960 
aaggaagtct ggtcgcagct tcaatctatc 1020 
gaccaacagg aggcagagtg gctggtcctc 1080 
agctaccttt tcatgctggg gatctacacc 1140 
ggcggcgtgt gaagactgaa gtgttcttca 1200 
agggggaata atagtgggtt aaaaagcttt 1260 

1289 



<210> 73 

<211> 1358 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7504530CB1 



<400> 73 

cgctcgaggc cgccctggga gagctgagag 
ctgagcccca gctgggggtg gaagctgagc 
atgcgctgta actgagaagc ccccaaggcg 
catctacaaa tctgaaagac aaaacatggt 



gcaggctctg gactggggac acagggatag 60 
cagggacagt cacggaggaa caagatcaag 120 
gaggctgaga atcagagaca tttcagcaga 180 
tcaagcatcc gggcacaggc ggtccacccg 240 
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tggctccaaa atggtctcct ggtccgtgat 
gatggtgcga gagttcctgg ccgagttcat 
tggttccgtg gcccatatgg ttctaaataa 
gggttttggc ttcggagtca ccatgggagt 
catgaacgca gctgtgacct ttgctaactg 
tccggtctat gtgctggggc agttcctggg 
tctcttctac acggccattc tccacttttc 
cgctacagct ggcatttttg ccacctacct 
cctgaatgag gcgtggctga ccgggatgct 
ggagaacaac ccagcactgc caggaacaga 
catcggggtg tcccttggca tgaacacagg 
cccccgcatc ttcaccttca ttgctggttg 
acctggtctt cattggctcc accatcccac 
cgtatgaaga ccacgggata accgtattgc 
ctcccctcac ccccgtctct gtgagccctg 
ccttacatga atccatggcc ctagagcact 
attccccaat aaagcaaggc ttgtccgaca 
tggttgggct tccctcctgg gttcttacag 
gtagaggtga ggcacctaag gccttccatc 



agcaaagatc caggaaatac tgcagaggaa 300 
gagcacatat gtcatgatgg tattcggcct 360 
aaaatatggg agctaccttg gtgtcaactt 420 
gcacgtggca ggccgcatct ctggagccca 480 
tgcgctgggc cgcgtgccct ggaggaagtt 540 
ctccttcctg gcggctgcca ccatctacag 600 
gggtggacag ctgatggtga ccggtcccgt 660 
tcctgatcac atgacattgt ggcggggctt 720 
ccagctgtgt ctcttcgcca tcacggacca 780 
ggcgctggtg ataggcatcc tcgtggtcat 840 
atatgccatc aacccgtccc gggacctgcc 900 
gggcaaacag gtcttcaggt ggcatcatct 960 
gggagcccct gaaattggag gattctgtgg 1020 
ccaagatggg atctcatgaa cccacgatct 1080 
ccaacagatc ttcagtccac cctgccccac 1140 
tctaagcaga gattatttgt gatcccatcc 1200 
gcagtacccc cacttcctgg gggcctcctg 1260 
gagctccagg gctatgtctt agcccaaggg 1320 
cccgggag 1358 



<210> 74 
<211> 2232 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7509303CB1 



<400> 74 

ggaccctaga cctctgcagc ccataccagg 
ggactctagc cctccacagt ccactccagg 
ggggctgggc cccgaacctg cggcgcccca 
cgagttccac cgctcctacc gagagctctt 
cggcgccatc cgcctggtgt gctcccagca 
gctgtggctc tgcacctttg gcatgatgta 
cttcagctac cccgtcagcc tcaacatcaa 
agtgaccatc tgcaccctca atccctacag 
gctggaccgc atcacagagc agacgctctt 
tctcgtggcc ggctcccgca gccgtcgcga 
gcgcctgagg gtcccgcccc cgcctcacgg 
cttgcgggac aacaaccccc aggtggactg 
attactctca cttccaccac ccgatgtatg 
actccaacct ctggatgtct tccatgcctg 
gcgcagagca gaatgacttc attcccctgc 
tgcacgggca ggatgaacct gcctttatgg 
tggagacctc catcagcatg aggaaggaaa 
actgcaccaa gaatggcagt gatgttcctg 
agcaggtgtg tattcactcc tgcttccagg 
acatcttcta tccgcggccc cagaacgtgg 
gggggtactg ctactataag ctccaggttg 
ccaagtgccg gaagccatgc agcgtgacca 
ggccctcggt gacatcccag gaatgggtct 
ccgtcaacaa caagagaaat ggagtggcca 
acaaaaccaa ttctgagtct ccctctgtca 
gccagtggag cctgtggttc ggctcctcgg 



tctcatggag gggaacaagc tggaggagca 60 
gctcatgaag gggaacaagc gtgaggagca 120 
gcagcccacg gcggaggagg aggccctgat. 180 
cgagttcttc tgcaacaaca ccaccatcca 240 
caaccgcatg aagacggcct tctgggcagt 300 
ctggcaattc ggcctgcttt tcggagagta 360 
cctcaactcg gacaagctcg tcttccccgc 420 
gtacccggaa attaaagagg agctggagga 480 
tgacctgtac aaatacagct ccttcaccac 540 
cctgcggggg actctgccgc accccttgca 600 
ggcccgtcga gcccgtagcg tggcctccag 660 
gaaggactgg aagatcggct tccagctgga 720 
gaaactgcta tactttcaat gacaagaaca 780 
gaatcaacaa cggtctgtcc ctgatgctgc 840 
tgtccacagt gactggggcc cgggtaatgg 900 
atgatggtgg ctttaacttg cggcctggcg 960 
ccctggacag acttgggggc gattatggcg 1020 
ttgagaacct ttacccttca aagtacacac 1080 
agagcatgat caaggagtgt ggctgtgcct 1140 
agtactgtga ctacagaaag cacagttcct 1200 
acttctcctc agaccacctg ggctgtttca 12 60 
gctaccagct ctctgctggt tactcacgat 1320 
tccagatgct atcgcgacag aacaattaca 1380 
aagtcaacat cttcttcaag gagctgaact 1440 
cgatggtcac cctcctgtcc aacctgggca 1500 
tgttgtctgt ggtggagatg gctgagctcg 1560 
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tctttgacct gctggtcatc atgttcctca 
ggtctccagg ccgagggggc aggggtgctc 
ctccttccca cttctgcccc caccccatgt 
cctctccagc cttgacagcc cctccccctg 
cagggggctc tgcaggggcc agttcctcca 
ggagaggttt ctcacaccaa ggcagatgct 
gattgaagga tgtgcagggc ttcctctcag 
gggaagcaag atgggtaagg gctcaggaag 
cccagaagtg ccttggctcc agccctgtac 
tccccaccca actgcggcta agtctctttt 
ctttgacaag gaactttcct aagaaaccgc 
cacgcaggca tg 

<210> 75 

<211> 2230 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7509910CB1 

<400> 75 

gttactggga gggggcttgc tgtggccctg 
gcgcagggag ggaggctgtc accatgccgg 
atgagacgaa caaagtcact cggatccaga 
tccacgtgat catcttttcc tacgtttgct 
ggaaagagcc tgtcatcagt tctgtgcaca 
aggagatcgt ggagaatgga gtgaagaagt 
acaccttccc tttgcagggg aactctttct 
gccaagagca gcggttgtgt cccgagtatc 
gaggttgtaa aaagggatgg atggacccgc 
tagtgcatga agggaaccag aagacctgtg 
tggaagaggc cccccggcct gctctcttga 
agaacaatat cgacttcccc ggccacaact 
acatcacttg taccttccac aagactcaga 
acatcttccg agaaacaggc gataattttt 
gcattgagat ctactgggac tgcaacctag 
acagtttccg tcgccttgac gacaagacca 
tcagatacgc caagtactac aaggaaaaca 
tcgggatccg ttttgacatc ctggtttttg 
tggttgtgta catcggctca accctctcct 
atgctttagg aaaatggttt ggagaaggaa 
cccaggccgc tgtgttcatc gacttcctca 
cccatattta tccctggtgc aagtgctgtc 
ggaagaagtg cgagtccatt gtggagccaa 
atgaatccca cattaggatg gtgaaccagc 
agggccaaga agtcccaaga cctgcgatgg 
ccctccatga cacacccccg attcctggac 
aggcgactcc tagatccagg gatagccccg 
ctcaactccc tgagagccac aggtgcctgg 
cctgcatcac cacctcagag ctgttcagga 
tcctcctgct ctaccaggag cccttgctgg 
tgcggcactg tgcctacagg tgctacgcca 
actttgccat cctgcccagc tgctgccgct 
aagggcagta cagtggcttc aagagtcctt 



tgctgctccg aaggttccga agccgatact 162 0 
aggaggtagc ctccaccctg gcatcctccc 1680 
ctctgtcctt gtcccagcca ggccctgctc 1740 
cctatgccac cctgggcccc cgcccatctc 1800 
cctgtcctct gggggggccc tgagagggaa 1860 
cctctggtgg gagggtgctg gccctggcaa 1920 
agccgcccaa actgccgttg atgtgtggag 1980 
ttgctccaag aacagtagct gatgaagctg 2040 
cccttggtac tgcctctgaa cactctggtt 2100 
tcccttggat cagccaagcg aaacttggag 2160 
tgataaccag gacaaaacac aaccaaggta 2220 

2232 



tcaggaagag tagagctctg gtccagctcc 60 
cctgctgcag ctgcagtgat gttttccagt 120 
gcatgaatta tggcaccatt aagtggttct 180 
ttgctctggt gagtgacaag ctgtaccagc 240 
ccaaggtgaa ggggatagca gaggtgaaag 300 
tggtgcacag tgtctttgac accgcagact 360 
tcgtgatgac aaactttctc aaaacagaag 420 
ccacccgcag gacgctctgt tcctctgacc 480 
agagcaaagg aattcagacc ggaaggtgtg 540 
aagtctctgc ctggtgcccc atcgaggcag 600 
acagtgccga aaacttcact gtgctcatca 660 
acaccacgag aaacatcctg ccaggtttaa 720 
atccacagtg tcccattttc cgactaggag 78 0 
cagatgtggc aattcagggc ggaataatgg 840 
accgttggtt ccatcactgc cgtcccaaat 900 
ccaacgtgtc cttgtaccct ggctacaact 960 
atgttgagaa acggactctg ataaaagtct 1020 
gcaccggagg aaaatttgac attatccagc 1080 
acttcggtct ggtaagagat tctcttttcc 1140 
gtgactaacg cagcgcttgt ctgcattctc 1200 
tcgacactta ctccagtaac tgctgtcgct 1260 
agccctgtgt ggtcaacgaa tactactaca 1320 
agccgacatt aaagtatgtg tcctttgtgg 1380 
agctactagg gagaagtctg caagatgtca 1440 
acttcacaga tttgtccagg ctgcccctgg 1500 
aaccagagga gatacagctg cttagaaagg 1560 
tctggtgcca gtgtggaagc tgcctcccat 1620 
aggagctgtg ctgccggaaa aagccggggg 1680 
agctggtcct gtccagacac gtcctgcagt 1740 
cgctggatgt ggattccacc aacagccggc 1800 
cctggcgctt cggctcccag gacatggctg 1860 
ggaggatccg gaaagagttt ccgaagagtg 1920 
actgaagcca ggcaccgtgg ctcacgtctg 1980 
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taatcccagc gctttgggag gccgaggcag gcagatcacc tgaggtcggg agttggagac 2040 

ccgcctggct aacaaggcga aatcctgtct gtactaaaaa tacaaaaatc agccagacat 2100 

ggtggcatgc acctgcaatc ccagctactc gggaggctga ggcacaagaa tcacttgaac 2160 

ccgggaggca gaggttgtag tgagcccaga ttgtgccact gctctccagc ctgggaggca 2220 

cagcaaactg 2230 

<210> 76 

<211> 5966 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7509982CB1 

<400> 76 

gcttggtctg gctacacccc ttttcagaaa ccaggctgtg taagagctgc tggagtaggc 60 
acccatttaa agaaaaaatg aagaagcagc aataaagaag ttgtaatcgt tacctagaca 120 
aacagagaac tggttttgac agtgtttcta gagtgctttt tattattttc ctgacagttg 180 
tgttccacca tgattacttt ctccttcagc gaataggcta aatgaatatg aaacagaaaa 240 
gcgtgtatca gcaaaccaaa gcacttctgt gcaagaattt tcttaagaaa tggaggatga 300 
aaagagagag cttattggaa tggggcctct caatacttct aggactgtgt attgctctgt 360 
tttccagttc catgagaaat gtccagtttc ctggaatggc tcctcagaat ctgggaaggg 420 
tagataaatt taatagctct tctttaatgg ttgtgtatac accaatatct aatttaaccc 480 
agcagataat gaataaaaca gcacttgctc ctcttttgaa aggaacaagt gtcattgggg 540 
caccaaataa aacacacatg gacgaaatac ttctggaaaa tttaccatat gctatgggaa 600 
tcatctttaa tgaaactttc tcttataagt taatattttt ccagggatat aacagtccac 660 
tttggaaaga agatttctca gctcattgct gggatggata tggtgagttt tcatgtacat 720 
tgaccaaata ctggaataga ggatttgtgg ctttacaaac agctattaat actgccatta 780 
tagaaatcac aaccaatcac cctgtgatgg aggagttgat gtcagttact gctataacta 840 
tgaagacatt acctttcata actaaaaatc ttcttcacaa tgagatgttt attttattct 900 
tcttgcttca tttctcccca cttgtatatt ttatatcact caatgtaaca aaagagagaa 960 
aaaagtctaa gaatttgatg aaaatgatgg gtctccaaga ttcagcattc tggctctcct 1020 
ggggtctaat ctatgctggc ttcatcttta ttatttccat attcattaca attatcataa 1080 
cattcaccca aattatagtc atgactggct tcatggtcat atttataccc ttttttttat 1140 
atggcttatc tttggtagct ttggtgttcc tgctgagtgt gctgttaaag aaagctgtcc 1200 
tcaccaattt ggttgtgttt ctccttaccc tcttttgggg atgtctggga ttcactgtat 1260 
tttatgaaca acttccttca tctctggagt ggattttgaa tatttgtagc ccttttgcct 1320 
ttactactgg aatgattcag attatcaaac tggattataa cttgaatggt gtaatttttc 1380 
ctgacccttc aggagactca tatacaatga tagcaacttt ttctatgttg cttttggatg 1440 
gtctcatcta cttgctattg gcattatact ttgacaaaat tttaccctat ggagatgagc 1500 
gccattattc tcctttattt ttcttgaatt catcatcttg tttccaacac caaaggacta 1560 
atgctaaggt tattgagaaa gaaatcgatg ctgagcatcc ctctgatgat tattttgaac 1620 
cagtagctcc tgaattccaa ggaaaagaag ccatcagaat cagaaatgtt aagaaggaat 1680 
ataaaggaaa atctggaaaa gtggaagcat tgaaaggctt gctctttgac atatatgaag 1740 
gtcaaatcac ggcaatcctg ggtcacagtg gagctggcaa atcttcactg ctaaatattc 1800 
ttaatggatt gtctgttcca acagaaggat cagttaccat ctataataaa aatctctctg 1860 
aaatgcaaga cttggaggaa atcagaaaga taactggcgt ctgtcctcaa ttcaatgttc 1920 
aatttgacat actcaccgtg aaggaaaacc tcagcctgtt tgctaaaata aaagggattc 1980 
atctaaagga agtggaacaa gaggtacaac gaatattatt ggaattggac atgcaaaaca 2040 
ttcaagataa ccttgctaaa catttaagtg aaggacagaa aagaaagctg acttttggga 2100 
ttaccatttt aggagatcct caaattttgc ttttagatga accaactact ggattggatc 2160 
ccttttccag agatcaagtg tggagcctcc tgagagagcg tagagcagat catgtgatcc 2220 
ttttcagtac ccagtccatg gatgaggctg acatcctggc tgatagaaaa gtgatcatgt 2280 
ccaatgggag actgaagtgt gcaggttctt ctatgttttt gaaaagaagg tggggtcttg 2340 
gatatcacct aagtttacat aggaatgaaa tatgtaaccc agaacaaata acatccttca 2400 
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ttactcatca catccccgat gctaaattaa aaacagaaaa caaagaaaag cttgtatata 2460 
ctttgccact ggaaaggaca aatacatttc cagatctttt cagtgatctg gataagtgtt 2520 
ctgaccaggg agtgacaggt tatgacattt ccatgtcaac tctaaatgaa gtctttatga 2580 
aactggaagg acagtcaact atcgaacaag gtaaagccat ttgtataaat ttcgaacaag 2640 
tggagatgat aagagactca gaaagcctca atgaaatgga gctggctcac tcttccttct 2700 
ctgaaatgca gacagctgtg agtgacatgg gcctctggag aatgcaagtc tttgccatgg 2760 
cacggctccg tttcttaaag ttaaaacgtc aaactaaagt gttattgacc ctattattgg 2820 
tatttggaat cgcaatattc cctttgattg ttgaaaatat aatatatgct atgttaaatg 2880 
aaaagatcga ttgggaattt aaaaacgaat tgtattttct ctctcctgga caacttcccc 2940 
aggaaccccg taccagcctg ttgatcatca ataacacaga atcaaatatt gaagatttta 3000 
taaaatcact gaagcatcaa aatatacttt tggaagtaga tgactttgaa aacagaaatg 3060 
gtactgatgg cctctcatac aatggagcta tcatagtttc tggtaaacaa aaggattata 3120 
gattttcagt tgtgtgtaat accaagagat tgcactgttt tccaattctt atgaatatta 3180 
tcagtaatgg gctacttcaa atgtttaatc acacacaaca tattcgaatt gagtcaagcc 3240 
catttcctct tagccacata ggactctgga ctgggttgcc ggatggttcc tttttcttat 3300 
ttttggttct atgtagcatt tctccttata tcaccatggg cagcatcagt gattacaaga 3360 
aaaatgctaa gtcccagcta tggatttcag gcctctacac ttctgcttac tggtgtgggc 3420 
aggcactagt ggacgtcagc ttcttcattt taattctcct tttaatgtat ttaattttct 3480 
acatagaaaa catgcagtac cttcttatta caagccaaat tgtgtttgct ttggttatag 3540 
ttactcctgg ttatgcagct tctcttgtct tcttcatata tatgatatca tttatttttc 3600 
gcaaaaggag aaaaaacagt ggcctttggt cattttactt cttttttgcc tccaccatca 3660^ 
tgttttccat cactttaatc aatcattttg acctaagtat attgattacc accatggtat 3720 
tggttccttc atataccttg cttggattta aaactttttt ggaagtgaga gaccaggagc 3780 
actacagaga atttccagag gcaaattttg aattgagtgc cactgatttt ctagtctgct 3840 
tcatacccta ctttcagact ttgctattcg tttttgttct aagatacatg gaactaaaat 3900 
gtggaaagaa aagaatgcga aaagatcctg ttttcagaat ttccccccaa agtagagatg 3960 
ctaagccaaa tccagaagaa cccatagatg aagatgaaga tattcaaaca gaaagaataa 4020 
gaacagtcac tgctctgacc acttcaatct tagatgagaa acctgttata attgccagct 4080 
gtctacacaa agaatatgca ggccagaaga aaagttgctt ttcaaagagg aagaagaaaa 4140 
tagcagcaag aaatatctct ttctgtgttc aagaaggtga gattttggga ttgctaggac 4200 
ccagtggtgc tggaaaaagt tcatctatta gaatgatatc tgggatcaca aagccaactg 4260 
ctggagaggt ggaactgaaa ggctgcagtt cagttttggg ccacctgggg tactgccctc 4320 
aagagaacgt gctgtggccc atgctgacgt tgagggaaca cctggaggtg tatgctgccg 4380 
tcaaggggct cagggaagcg gacgcgaggc tcgccatcgc aagattagtg agtgctttca 4440 
aactgcatga gcagctgaat gttcctgtgc agaaattaac agcaggaatc acgagaaagt 4500 
tgtgttttgt gctgagcctc ctgggaaact cacctgtctt gctcctggat gaaccatcta 4560 
cgggcataga ccccacaggg cagcagcaaa tgtggcaggc aatccaggca gtcgttaaaa 4620 
acacagagag aggtgtcctc ctgaccaccc ataacctggc tgaggcggaa gccttgtgtg 4680 
accgtgtggc catcatggtg tctggaaggc ttagatgcat tggctccatc caacacctga 4740 
aaaacaaact tggcaaggat tacattctag agctaaaagt gaaggaaacg tctcaagtga 4800 
ctttggtcca cactgagatt ctgaagcttt tcccacaggc tgcagggcag gaaaggtatt 4860 
cctctttgtt aacctataag ctgcccgtgg cagacgttta ccctctatca cagacctttc 4920 
acaaattaga agcagtgaag cataacttta acctggaaga atacagcctt tctcagtgca 4980 
cactggagaa ggtattctta gagctttcta aagaacagga agtaggaaat tttgatgaag 5040 
aaattgatac aacaatgaga tggaaactcc tccctcattc agatgaacct taaaacctca 5100 
aacctagtaa ttttttgttg atctcctata aacttatgtt ttatgtaata attaatagta 5160 
tgtttaattt taaagatcat ttaaaattaa catcaggtat attttgtaaa tttagttaac 5220 
aaatacataa attttaaaat tattcttcct ctcaaacata ggggtgatag caaacctgtg 5280 
ataaaggcaa tacaaaatat tagtaaagtc acccaaagag tcaggcactg ggtattgtgg 5340 
aaataaaact atataaactt agaatttttt aaaaatatga cttttttacc ttttacaaaa 5400 
cattctcttg ctgaaatatg tgaagggtat attcagtagc caagagttgc atgactactt 5460 
cacaccagtt catgatacaa caggtataca ggttttcttt tataaccaac tacaactcaa 5520 
gagtcttctg aaagtgttcc agaaattgct ttaaaactca aaagtaaggg gccaggtgca 5580 
gtggctcacg cctgtaatcc cagcactttg ggaggccgag gcaggtggat cacaaggtca 5640 
ggagttcgag actagcctgg ccaatatggt gaaactccat ctctaataaa aatacaaaaa 5700 
ttagccgggc gttggcattt gcctgtagtc ctagctattc gggaggctga gggaggagaa 5760 
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ttgcttgaac ccgggaggca gaggttgcag tgagccatgt gctagtgcac tccagcctgg 5820 
gtgacagagt gagactctgt caaaaaaaaa aaaaacaaaa aaaaaaacaa aaaaccttca 5880 
aggttttgga ggtctttggc cacaatttga gagccccttt tggaaaggtt tcccttttac 5940 
ttttgaataa agggtccgga tttggc 5966 

<210> 77 
<211> 2071 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7510082CB1 

<400> 77 

ccgggtagtg agcggaggga caggaagggt agggcaagaa agggagaggg gacaggaggg 60 
aagggtgggc caaagcggtg agaaaggagg gccagccagt tgcgtggggg agagtggccg 120 
aggcccgggg gcaggagtgc agggctctga ggcggggaga ggagaggaga gaagagccgc 180 
ggggggccca gcccggagcc aggatgcccg cgccgcgcgc ccgggagcag ccccgcgtgc 240 
ccggggagcg ccagccgctg ctgcctcgcg gtgcgcgggg ccctcgacgg tggcggcggg 300 
cggcgggcgc ggccgtgctg ctggtggaga tgctggagcg cgccgccttc ttcggcgtca 360 
ccgccaacct cgtgctgtac ctcaacagca ccaacttcaa ctggaccggc gagcaggcga 420 
cgcgcgccgc gctggtattc ctgggcgcct cctacctgct ggcgcccgtg ggcggctggc 480 
tggccgacgt gtacctgggc cgctaccgcg cggtcgcgct cagcctgctg ctctacctgg 540 
ccgcctcggg cctgctgccc gccaccgcct tccccgacgg ccgcagctcc ttctgcggag 600 
agatgcccgc gtcgccgctg ggacctgcct gcccctcggc cggctgcccg cgctcctcgc 660 
ccagccccta ctgcgcgccc gtcctctacg cgggcctgct gctactcggc ctggccgcca 720 
gctccgtccg gagcaacctc acctccttcg gtgccgacca ggtgatggat ctcggccgcg 780 
acgccacccg ccgcttcttc aactggtttt actggagcat caacctgggt gctgtgctgt 840 
cgctgctggt ggtggcgttt attcagcaga acatcagctt cctgctgggc tacagcatcc 900 
ctgtgggctg tgtgggcctg gcatttttca tcttcctctt tgccaccccc gtcttcatca 960 
ccaagccccc gatgggcagc caagtgtcct ctatgcttaa gctcgctctc caaaactgct 1020 
gcccccagct gtggcaacga cactcggcca gagaccgtca atgtgcccgc gtgctggccg 1080 
acgagaggtc tccccagcca ggggcttccc cgcaagagga catcgccaac ttccaggtgc 1140 
tggtgaagat cttgcccgtc atggtgaccc tggtgcccta ctggatggtc tacttccaga 1200 
tgcagtccac ctatgtcctg cagggtcttc acctccacat cccaaacatt ttcccagcca 1260 
acccggccaa catctctgtg gccctgagag cccagggcag cagctacacg atcccggaag 1320 
cctggctcct cctggccaat gttgtggtgg tgctgattct ggtccctctg aaggaccgct 1380 
tgatcgaccc tttactgctg cggtgcaagc tgcttccctc tgctctgcag aagatggcgc 1440 
tggggatgtt ctttggtttt acctccgtca ttgtggcagg agtcctggag atggagcgct 1500 
tacactacat ccaccacaac gagaccgtgt cccagcagat tggggaggtc ctgtacaacg 1560 
cggcaccact gtccatctgg tggcagatcc ctcagtacct gctcattggg atcagtgaga 1620 
tctttgccag catcccaggc ctggagtttg cctactcaga ggccccgcgc tccatgcagg 1680 
gcgccatcat gggcatcttc ttctgcctgt cgggggtggg ctcactgttg ggctccagcc 1740 
tagtggcact gctgtccttg cccgggggct ggctgcactg ccccaaggac tttgggaaca 1800 
tcaacaattg ccggatggac ctctacttct tcctgctggc tggcattcag gccgtcacgg 1860 
ctctcctatt tgtctggatc gctggacgct atgagagggc gtcccagggc ccagcctccc 1920 
acaggccgtt tcagcacgga caggggctcg acaggcccta tccaggcccc ttggtttact 1980 
ctaccggaaa gaacggcagc agtcccagct ctggtttcct tctcggttta ttctgttaga 2040 
atgaaatgtt cccataaata agggcatggt c 2071 

<210> 78 
<211> 3703 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 7510367CB1 

<220> 

<221> unsure 

<222> (1) ... (3703) 

<223> a, t, c, g, or other 

<400> 78 

cggacggtgg gcggcgtgac gtagtggctg 
tctccggctt cgctcacgcg ccttgggcat 
gttgcgctca caaggggcga ccgtcgccac 
cgcggccctg ggcgccgtgg tgtcgacggg 
ggcgtccggg tcgtcggcgt ggagcacggt 
agcgggcgtg agcggcggcg tcttatccaa 
gatccgcttc gccggaacaa tcctgtgagt 
cagaagttga ctaacttgcc caagtcacaa 
cagtgagtga tggattggaa ctgagaccga 
ccatttggaa acttgatgga ctacggggac 
gtgcaggttt atcctgggga ctctactttt 
cagaaggaag agctgaacgt ttagaggcaa 
gagccatgac cctctgcatt acaaacccat 
agtatgatgc tgttgttaac tccccacacc 
tgaaaatata taagtatgaa ggtgtgcgtg 
ttggaacatc gcatggtgcc cttcagttta 
accagcatat caatagatta ccagaagccc 
cagcactatc caaaatattt gctgtcgcag 
gtcttcagga tcaacacatg ttttacagtg 
ggaaagaagg cgtcggtgga ttttacaagg 
cagcctgctg tattaccttt gtggtatatg 
gagaaaagag aaagtaagct caaagaggac 
aagctctttt gtgtttaagg cataaaagaa 
gaaattgctc tatagtcatt agaagccaga 
gctttttgcc ttccccatat atatggaact 
aacacaatgt taaaactgac acgaaggata 
ggaagctgat ttgcaacatt tgctaaatgg 
tacttgcctg gattgcttta aaattaacct 
aagaatgtct ttgtatgtct caaggtaaat 
atccagacca ttttatttta tttttttatt 
gtcgcccagg ctggagtgca gtggcgtgat 
ttcacgccat tctcctgcct cagcctcctg 
cgcctggcta actttttttt atattttgag 
atggtctcaa tctcctgacc ttgtgatccg 
acaggcgtga gccactgcgc ctggccagac 
aaaatgcact gtaaatatgc tttagtttta 
ttgagaaact atatacttct cagagaaata 
ttttttcccc agagacttcc ataatttaaa 
ggcataaata cttaatctat tttaaattta 
tcaaccttta tttagcatat ataactataa 
cttttacaga tgctgaaatg tttgggatat 
actttatact tcagttttca gatatatgga 
ttggtttctc aaattcaggt tgaaatacaa 
gagtcattgt agacatctat aaatataaaa 
agtattttta tttatcgtaa acatccacga 
aataaaagtg ttgttttcaa agccatcttt 



tgccccgttc ttgccccctc agtactagag 60 
aagagtcctc tcgttggtcc cggaggtggg 120 
ggtggcggcc actgcatcgc gtcccacctc 180 
ccccgagcct atgacgggcc agggccagtc 240 
attccgccac gtccggtatg agaacctgat 300 
ccttgcgctg catccgctcg acctcgtgaa 360 
ttatgatatc tgctatacag atgaggataa 420 
gtttgtaaag atggatctgg gatttaaacc 480 
aatataatgg aattttacat tgcttgacta 540 
tttatcaagg agtaacccca aatatatggg 600 
tcttttacaa tgccatcaag tcatataaaa 660 
cagaatacct tgtctcagct gctgaagctg 720 
tatgggtaac aaaaactcgc cttatgttac 780 
gacaatataa aggaatgttt gatacacttg 840 
gattatataa gggatttgtt cctgggctgt 900 
tggcatatga attgctgaag ttgaagtaca 960 
agttgagcac agtagaatat atatctgttg 1020 
caacataccc atatcaagtc gtaagagctc 1080 
gtgtaataga tgtaatcaca aagacatgga 1140 
gaattgctcc taatttgatt agagtgactc 1200 
aaaacgtctc acatttttta cttgacctta 1260 
aattccagta tatctgccca aggcagcaac 1320 
gaattctgca tagaaacatg gctcatattc 1380 
gaactgctaa gtctcctgca atgtttttct 1440 
tggctacctc tgcctgaaat ggctgccatc 1500 
gagtttcaca gatttctacg ttttattggt 1560 
attagatgaa tgtacttctt tttgtgagct 1620 
ttgtgcaata ccaagaaaat agctctttaa 1680 
taaggattta ctgaataagg tgttgaccaa 1740 
tatttatttt ttgagatgga gtcttgcttt 1800 
ctcagctcac tgcaacctcc acctcccggg 1860 
agtagctggg actacaggca cctgccacca 1920 
tagaaatggg gtttcaccat gttagccagg 1980 
cctgccttgg cctcccaaag tgctgggatt 2040 
cattttagaa ttgggaaatt ttagtgagaa 2100 
attcagttgg gatgcactac ctagcgaaaa 2160 
tctgacatct attgtcattc cattgctatt 2220 
ataaaatcct agatccagtt cttgtttttt 2280 
taaaatctga gcttctagga tccagctgtg 2340 
atcacttatt acagatgcta aatagatcac 2400 
gtttgttgac aaggtaaatg gaaatgagaa 2460 
tctagatccc aaataaatga ttaatcttca 2520 
attaatagcc tttattgatt ttacttttat 2580 
gggcctgtac ccaaaggatg ccggaatact 2640 
gtgctgttgc actaccatct atttgttgta 2700 
aaatagttct ttaaaaatag gtcttttttt 2760 
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tatattttgg aaaaggcatt gtttttaaag 
tttactgtaa tataacatgc agatgaatgc 
tacttctgga ttatactata attcatatga 
gtgaactgca gttgatattt ggtgtttaag 
actcccaaat gaataaaaca taattcttgt 
ataaatatgc attaaataat tacagctata 
agcctggtaa gagttctgac agaagagaac 
actcaactcc tgctctttgg caggtacgtc 
gccagacaat attcctgccc tcagggaatt 
atatatgcat aatgtaattt caggtattta 
ggaatagtgt tgctatctta ggtagtatgg 
tttggaacat tttgaaagaa gtgaggaagc 
cagagaggac aggaagtaaa aagggcctga 
ggtgagcaca aaacggagtt ggcaaattgg 
ggacgccang cccctggttc aaaataccgt 
caccctatgt tatggttccg ccttcaaagg 



taaagataaa atggtaagta cctaattgta 2820 
tttataagtt aaatatgatg tattttttca 2880 
aatcttgata ttagtcccca cacggaaaaa 2940 
atagcaccat tgtttaaata ccgcctatgt 3000 
cctctgagag catacaagct tgtgtgatag 3060 
gattaagaac tcgtaaggaa tatctcacaa 3120 
tcaatttcag tcattcaaca acaaatagtc 3180 
accaagcact gaggatatag caataaataa 3240 
ttcatcttgg tgtaagtgac agaaaaggaa 3300 
atgctataaa taaaactaca gcagaacggg 3360 
ttggggtcag gaaaggtctc tgagatagta 3420 
gagccacagt gagaggaaac acattctagg 3480 
tggaaggact aaagttggat agaggggatg 3540 
ccttgccgta tgtgtggaaa gacccaggtg 3600 
tcccattctc gtttgccttg gcggatatta 3660 
cgttaacacc cct 3703 



<210> 79 

<211> 1171 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature < 

<223> Incyte ID No: 7510413CB1 

<400> 79 

gagcacggag attcggcacg aggaggaaaa gcagcaaacc agatggagaa ggaaggccaa 60 
aaagataagt agaaagctgg accatgagct ccttgagggc agggactgaa tggttactat 120 
gtccccaggg cccagcatga ccttctcctg gattcctcat cttccttctg tgacctgtgt 180 
ctccatcagt ttctcctccg gcatcttttt cttacaggat tcttacctca ggaatagatg 240 
gacatggcct ggcagatgat gcagctgctg cttctggctt tggtgactgc tgcggggagt 300 
gcccagccca ggagtgcgcg ggccaggacg gacctgctca atgtctgcat gaacgccaag 360 
caccacaaga cacagcccag ccccgaggac gagctgtatg gccaggtggg agctcctcaa 420 
gggccctccc caggaagtgt tcctctggat gacctacctg gggcagagga gccagaatat 480 
ggaggagatg gctgtggtgg ggagagactt agtcctgtgt cttccccacc cagtgcagtc 540 
cctggaagaa gaatgcctgc tgcacggcca gcaccagcca ggagctgcac aaggacacct 600 
cccgcctgta caactttaac tgggatcact gtggtaagat ggaacccacc tgcaagcgcc 660 
actttatcca ggacagctgt ctctgagtgc tcacccaacc tggggccctg gatccggcag 720 
gtcaaccaga gctggcgcaa agagcgcatt ctgaacgtgc ccctgtgcaa agaggactgt 780 
gagcgctggt gggaggactg tcgcacctcc tacacctgca aaagcaactg gcacaaaggc 840 
tggaattgga cctcagggat taatgagtgt ccggccgggg ccctctgcag cacctttgag 900 
tcctacttcc ccactccagc cgccctttgt gaaggcctct ggagccactc cttcaaggtc 960 
agcaactata gtcgagggag cggccgctgc atccagatgt ggtttgactc agcccagggc 1020 
aaccccaatg aggaggtggc caagttctat gctgcggcca tgaatgctgg ggccccgtct 1080 
cgtgggatta ttgattcctg atccaagaag ggtcctctgg ggttcttcca acaacctatt 1140 
ctaatagaca aatccacatg aaaaaaaaaa a 1171 



<210> 80 

<211> 323 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 17213 03CB1 
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<400> 80 

ccaagactcc aaaatggcgt 
gaaacttctg gaggtcaaac 
tcctagtggc attttcggag 
aagaggacac actctgcacc 
acacaatctc aatcgttgct 
aacatgactg gtacgtgtaa 

<210> 81 
<211> 1221 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc^feature 
<223> Incyte ID No: 7502007CB1 

<400> 81 

attaactcag ctgggagttg aagagccgat gggcagcagg cagacttgag tctcctttct 60 
gtccatgggc tcgggccact gtctcaggtc cacccgtggc tccaaaatgg tctcctggtc 120 
cgtgatagca aagatccagg aaatactgca gaggaagatg gtgcgagagt tcctggccga 180 
gttcatgagc acatatgtca tgatggtatt cggccttggt tccgtggccc atatggttct 240 
aaataaaaaa tatgggagct accttggtgt caacttgggt tttggcttcg gagtcaccat 300 
gggagtgcac gtggcaggcc gcatctctgg agcccacatg aacgcagctg tgacctttgc 360 
taactgtgcg ctgggccgcg tgccctggag gaagtttccg gtctatgtgc tggggcagtt 420 
cctgggctcc ttcctggcgg ctgccaccat ctacagtctc ttctacacgg ccattctcca 480 
cttttcgggt ggacagctga tggtgaccgg tcccgtcgct acagctggca tttttgccac 540 
ctaccttcct gatcacatga cattgtggcg gggcttcctg aatgaggcgt ggctgaccgg 600 
gatgctccag ctgtgtctct tcgccatcac ggaccaggag aacaacccag cactgccagg 660 
aacagaggcg ctggtgatag gcatcctcgt ggtcatcatc ggggtgtccc ttggcatgaa 720 
cacaggatat gccatcaacc cgtcccggga cctgcccccc cgcatcttca ccttcattgc 780 
tggttggggc aaacaggtct tcaggtggca tcatctacct ggtcttcatt ggctccacca 840 
tcccacggga gcccctgaaa ttggaggatt ctgtggcgta tgaagaccac gggataaccg 900 
tattgcccaa gatgggatct catgaaccca cgatctctcc cctcaccccc gtctctgtga 960 
gccctgccaa cagatcttca gtccaccctg ccccaccctt acatgaatcc atggccctag 1020 
agcacttcta agcagagatt atttgtgatc ccatccattc cccaataaag caaggcttgt 1080 
ccgacaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1140 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaagg ggggggggcg 1200 
cgggggcccc gacaaggggg g 1221 

<210> 82 

<211> 2008 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„feature 

<223> Incyte ID No: 7506439CB1 

<400> 82 

gcagcctcag aaggtgtgag cagtggccac gagaggcagg ctggctggga catgaggttg 60 

gcagagggca ggcaagctgg cccttggtgg gcctcgtcct gagcactcgg aggcactcct 120 

atgcttggaa agctcgctat gctgctgtgg gtccagcagg cgctgctcgc cttgctcctc 180 

cccacactcc tggcacaggg agaagccagg aggagccgaa acaccaccag gcccgctctg 240 

ctgaggctgt cggattacct tttgaccaac tacaggaagg gtgtgcgccc cgtgagggac 300 

tggaggaagc caaccaccgt atccattgac gtcattgtct atgccatcct caacgtggat 360 



cagttggtga gtgtccggcc 
tgggggagct gccaagctgg 
cgtttcaaag agagcacgag 
cccccacccc acgaccttgg 
gaatcctttc atatcctaat 
aaa 



ccagtaccag tgaaggacaa 60 
atcttgatgc gggacttcag 120 
cggctccgca aataccactg 180 
cccgagcccc tccgtgagga 240 
aggaattaac ctccaaataa 300 

323 
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gagaagaatc aggtgctgac cacctacatc tggtaccggc agtactggac tgatgagttt 420 
ctccagtgga accctgagga ctttgacaac atcaccaagt tgtccatccc cacggacagc 480 
atctgggtcc cggacattct catcaatgag ttcgtggatg tggggaagtc tccaaatatc 540 
ccgtacgtgt atattcggca tcaacatctc tttgtggcgc ttgccagaaa aggtgaaatc 600 
cgacaggagt gtcttcatga accagggaga gtgggagttg ctgggggtgc tgccctactt 660 
tcgggagttc agcatggaaa gcagtaacta ctatgcagaa atgaagttct atgtggtcat 720 
ccgccggcgg cccctcttct atgtggtcag cctgctactg cccagcatct tcctcatggt 780 
catggacatc gtgggcttct acctgccccc caacagtggc gagagggtct ctttcaagat 840 
tacactcctc ctgggctact cggtcttcct gatcatcgtt tctgacacgc tgccggccac 900 
tgccatcggc actcctctca ttggtgtcta ctttgtggtg tgcatggctc tgctggtgat 960 
aagtttggcc gagaccatct tcattgtgcg gctggtgcac aagcaagacc tgcagcagcc 1020 
cgtgcctgct tggctgcgtc acctggttct ggagagaatc gcctggctac tttgcctgag 1080 
ggagcagtca acttcccaga ggcccccagc cacctcccaa gccaccaaga ctgatgactg 1140 
ctcagccatg ggaaaccact gcagccacat gggaggaccc caggacttcg agaagagccc 1200 
gagggacaga tgtagccctc ccccaccacc tcgggaggcc tcgctggcgg tgtgtgggct 1260 
gctgcaggag ctgtcctcca tccggcaatt cctggaaaag cgggatgaga tccgagaggt 1320 
ggcccgagac tggctgcgcg tgggctccgt gctggacaag ctgctattcc acatttacct 1380 
gctggcggtg ctggcctaca gcatcaccct ggttatgctc tggtccatct ggcagtacgc 1440 
ttgagtgggt acagcccagt ggaggagggg gtacagtcct ggttaggtgg ggacagagga 1500 
tttctgctta ggcccctcag gacccaggga atgccaggga cattttcaag acacagacaa 1560 
agtcccgtgc cc tgtttcca atgccaattc atctcagcaa tcacaagcca aggtctgaac 1620 
ccttccacca aaaactgggt gttcaaggcc cttacaccct tgtcccaccc ccagcagctc 1680 
accatggctt taaaacatgc tctcttagat caggagaaac tcgggcactc cctaagtcca 1740 
ctctagttgt ggacttttcc ccattgaccc tcacctgaat aagggacttt ggaattctgc 1800 
ttctctttca caactttgct tttaggttga aggcaaaacc aactctctac tacacaggcc 1860 
tgataactct gtacgaggct tctctaaccc ctagtgtctt ttttttcttc acctcacttg 1920 
tggcagcttc cctgaacact catcccccat cagatgatgg gagtgggaag aataaaatgc 1980 
agtgaaaccc taaaaaaaaa aaaaaggg 2008 

<210> 83 

<211> 1080 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7509243CB1 

<400> 83 

ggaggagggc agggcaggcg 
gtttcccacc tctcccccat 
gcccagtgct gggctctgca 
tgtctgctac ctgctgctcg 
tcagtccagg gaccagtttc 
ggaccagtgg gccatggagc 
gaaccccaaa ggcaactcta 
tgcaggcaca gtcgtcacta 
gaaaactcac tccatcccac 
cccagcacag aggcaggtta 
aacgtgatct tcctcaacca 
agatgggagg accgtcccag 
ctgaccctgg ggacgctggt 
ggctggagct tcagcgaggg 
ggggactatg ttgttggcac 
gcagccatct ggatcctcct 
ctgcttctgc acagatgctg 



gcagcctggg cacaggcccc 
agccagcccc acggccctgg 
gctgctgggg tggccgggtg 
gtgccactat cttccagctg 
agttggagaa gctgcgcttc 
agtttgtgca ggtcatcatg 
ccaaccccag caactgggac 
ccatagggca ctgacagcag 
cccaaggaaa ccatcagatc 
ggtcttctgt gtcttctatg 
cctgggcaca gggctgcgtg 
gcgctcccag gtactgcaag 
cattctcatc ttcccaccca 
cttctacttt gctttcatca 
agaccccagc aagcattata 
gggcctggcg tggctggcgc 
ccagctctgg ctgctcagta 



taggtgctta ctcctcacct 60 
cagggtcctg gccacagcat 120 
ctgcccctgc tgctggccta 180 
ctagagaggc aggcggaggc 240 
ctggagaact acacctgcct 300 
gaagcctggg tgaaaggtgt 360 
tttggcagca gtttcttctt 420 
ctgctacacc ccctcggcca 480 
caggatatgg gaacctggca 540 
ccctgttggg catcccgctt 600 
cccatctggc cgccattgaa 660 
tcctgggcct ggctctgttc 720 
tggtcttcag ccatgtggag 780 
ctctcagcac cattggcttt 840 
tctcagtgta tcggagcctg 900 
tgatcctccc actgggcccc 960 
ggergcctcgg cgtcaaggat 1020 
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ggggcagcct ctgaccccag tgggctcccc aggcctcaga agatccccat ctctgcatga 1080 

<210> 84 

<211> 2412 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc^feature 

<223> Incyte ID No: 7509404CB1 

<400> 84 

ctcgagccgc tcgagccgcg ggcggctggg acgcagctgc ccccgctcgg cgcccgctgc 60 
acccttagca gccactgcca cctgggcccg gagcctccac gatctcgccc ggcgattgtg 120 
ggcaggggcg cctccggatc gatcttctga aattcaagtt ttcaagatga agtttttatt 180 
gacaactgcc tttttaattt taatttcctt gtgggtggaa gaagcctatt ctaaggaaaa 240 
gtcttcaaag aaagggaagg ggaaaaagaa gcagtatcta tgcccatcag agagattgta 300 
ccattgaatg acagcatttt catacttcag tctgtatgta ctaagaaggt cagcagtcag 360 
cagaggacct tgcccgagta cctgccaact ccactagcaa tatcttgaac aggttattgg 420 
tcagttatga tcccaggata agaccaaact tcaaaggcat tcctgttgat gtagtagtca 480 
acatttttat taacagtttt ggatccattc aagaaacaac aatggactat agagttaaca 540 
tcttcctgag acaaaaatgg aatgacccca ggctgaagct ccccagtgat tttaggggtt 600 
cagatgcact gacagtggat ccaacaatgt acaagtgttt atggaaacct gatttatttt 660 
ttgcaaatga aaaaagtgcc aattttcatg atgtgaccca ggaaaacatc ctcctcttta 720 
tttttcgtga tggagatgtc cttgtcagca tgaggttatc tattactctt tcatgccctt 780 
tggacttgac attgtttccc atggatacac aacgttgcaa gatgcaactg gagagctttg 840 
gttacacaac tgatgattta cgatttatct ggcagtcagg agatcctgtg caattagaaa 900 
aaattgcctt gcctcaattt gatatcaaaa aggaagatat tgaatatggt aactgtacaa 960 
aatactataa aggcacgggc tactacacat gcgtggaacft catcttcacc ctgaggaggc 1020 
aggtcggctt ttacatgatg ggggtctacg ccccaaccct gctcattgtt gttctctcct 1080 
ggctttcctt ctggatcaac ccggacgcga gtgctgccag agtgcccctg ggttggtgag 1140 
accagatgca aaaaagtttg tacttctaag tctgatctga gatctaatga cttcagcatt 1200 
gttggaagct taccaagaga ttttgaacta tccaattatg actgctatgg aaaacccatt 1260 
gaagttaaca acggacttgg gaaatctcag gctaagaaca acaagaagcc tccccctgcg 1320 
aaacctgtta ttccaacagc agcaaagcga attgatcttt atgcaagagc attgtttcct 1380 
ttctgcttct tgttcttcaa tgttatatat tggtctatat atttatgata aatcttttcc 1440 
atttgtacaa aataaaattc catttcattg. tgacctactc ctttcataaa tgccaatctg 1500 
tgagaacttt tgaattttca tagcaacatt gcattttgga tgccatttga ttgtaataaa 1560 
actgtggcac cttaattttg aatggcagca tgatcatgta atatctgtgc tctaataacg 1620 
atgtatatat gtatagtgaa catattgctt agtaacaaat gaaggacaag catactacat 1680 
aatataatcc atacaattct cttcagttag tgtaaactgc aaatactaca gataattctg 1740 
ataataaaat gatatgcacg ctgaatcctg ctatggtcac cattctaatg tatgtagtat 1800 
ttcaaatttc cttccttgta actttcaaag aaagccatct tattcttgta aaattttaga 1860 
tggtattatc acagatttaa aaaggttgta ttacatattg tttaaacttt gtaagtagaa 1920 
atatatctgt tataattata caggctctgt ggagaaataa agttcaaaaa atattaattt 1980 
gtaaaatcag ctcgttttaa agtgtgcttg tgttgtcaaa aatatcagat agtaatacac 2040 
agtgagcatt tttaaacaaa gggaaaccta tatttatgta actgtatact gaattctgac 2100 
aaaataaaaa aagatacctt attgacgaaa tatttaggat aaacaaaatt ctatttaatc 2160 
caccttaaaa cctaaatgta ttttcatgga tttcatttgt tggtacatat tacacaaaac 2220 
attgtgcctt aaaatgagtc atacatcttt taaattggaa tgcagtaata gatatgtgat 2280 
tttacatcat ttttaagaaa ccaaggggaa gtaataagtt gaaaaagaaa tccataacta 2340 
ttaaaagatt ttaacttttt tattttatta aaatgcttgc atattttaag taaaaaaaaa 2400 
aaaaaaaaaa cc 2412 

<210> 85 
<211> 1004 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc^f eature 

<223> Incyte ID No: 7509439CB1 

<400> 85 

ggctcgggac gcgcgccatt gtgttggtac ccgggaattc ggccattatg gccgggggac 60 
cttcagcagg gctgtggcta ccatgttctc tcgcgcgggt gtcgctgggc tgtcggcctg 120 
gaccttgcag ccgcaatgga ttcaagttcg aaatatggca actttgaaag atatcaccag 180 
gagactaaag tccatcaaaa acatccagaa aattaccaag tctatgaaaa tggtagcggc 240 
agcaaaatat gcccgagctg agagagagct gaaaccagct cgaatatatg gattgggatc 300 
tttagctctg tatgaaaaag ctgatatcaa ggggcctgaa gacaagaaga aacacctcct 360 
tattggtgtg tcctcagatc gaggactgtg tggtgctatt cattcctcca ttgctaaaca 420 
gatgaaaagc gaggttgcta cactaacagc agctgggaaa gaagttatgc ttgttggaat 480 
tggtgacaaa atcagaggca tactttatag ttctttgcag gtgctgaagg aaaggaatga 540 
tgatagtgtg tggaacaact caggaaatca ccaccaccca taccccaaag acctgatcca 600 
tggactcatt ctgaccagtt tctggtggca ttcaaagaag tgggaagaaa gccccccact 660 
tttggagatg cgtcagtcat tgcccttgaa ttactaaatt ctggatatga atttgatgaa 720 
ggctccatca tctttaataa attcaggtct gtcatctcct ataagacaga agaaaagccc 780 
atcttttccc tttaataccg ttgcaagtgc tgacagcatg agtatctatg acgatattga 840 
tgctgacgtg ctgcaaatta ccaagaatac aatctggcca acatcatcta ctactctctg 900 
aaggagtcca ccactagtga gcagagtgcc aggatgacag ccatggacaa tgccagcagg 960 
ctttccacac ctgcgccgta ctatagtccg gtcgtcactt ggtc 1004 

<210> 86 
<211> 5231 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7510202CB1 

<400> 86 

atgagcaaga gacgcatgag cgtgggtcag caaacatggg ctcttctctg caagaactgt 60 
ctcaaaaaat ggagaatgaa aagacagacc ttgttggaat ggctcttttc atttcttctg 120 
gtactgtttc tgtacctatt tttctccaat ttacatcaag ttcatgacac tcctcaaatg 180 
tcttcaatgg atctgggacg tgtagatagt tttaatgata ctaattatgt tattgcattt 240 
gcacctgaat ccaaaactac ccaagagata atgaacaaag tggcttcagc cccattccta 300 
aaaggaagaa caatcatggg gtggcctgat gaaaaaagca tggatgaatt ggatttgaac 360 
tattcaatag acgcagtgag agtcatcttt actgatacct tctcctacca tttgaagttt 420 
tcttggggac atagaatccc catgatgaaa gagcacagag accattcagc tcactgtcaa 480 
gcagtgaatg aaaaaatgaa gtgtgaaggt tcagagttct gggagaaagg ctttgtagct 540 
tttcaagctg ccattaatgc tgctatcata gaaatcgcaa caaatcattc agtgatggaa 600 
cagctgatgt cagttactgg tgtacatatg aagatattac cttttgttgc ccaaggagga 660 
gttgcaactg attttttcat tttcttttgc attatttctt tttctacatt tatatactat 720 
gtatcagtca atgttacaca agaaagacaa tacattacgt cattgatgac aatgatggga 780 
ctccgagagt cagcattctg gctttcctgg ggtttgatgt atgctggctt catccttatc 840 
atggccactt taatggctct tattgtaaaa tctgcacaaa ttgtcgtcct gactggtttt 900 
gtgatggtct tcaccctctt tctcctctat ggcctgtctt tgataacttt agctttcctg 960 
atgagtgtgt tgataaagaa acctttcctt acgggcttgg ttgtgtttct ccttattgtc 1020 
ttttggggga tcctgggatt cccagcattg tatacacatc ttcctgcatt tttggaatgg 1080 
actttgtgtc ttcttagccc ctttgccttc actgttggga tggcccagct tatacatttg 1140 
gactatgatg tgaattctaa tgcccacttg gattcttcac aaaatccata cctcataata 1200 
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gctactcttt tcatgttggt ttttgacacc 
gacaaaattt tgcccgctga atatggacat 
tgtttttggt ttcaacacgg aagggctaat 
gatcctacac ctaatgactg ttttgaacca 
atcagaatca aaaatcttaa aaaagaatafc 
aaaggtgtgg tgtttgacat atatgaaggc 
gctggaaaaa ctaccctgtt aaacatactt 
gtcactgtct ataatcacac actttcaaga 
actggatttt gtccacaatc caatgtgcaa 
aggctgtttg ctaaaataaa agggattttg 
ttggatgaac cgactgctgg attggatcct 
aaagagggga aatcagacag agtaattctc 
attctggcgg acaggaaggt gttcatatcc 
ctgttcctta agaagaaatg gggcataggc 
tgtgatccag agagtataac atcactggtt 
gcacaaagtg aagaaaaact tgtatatatt 
gaactttaca gggatcttga tagatgttct 
ataacaactt tgaatgaggt gtttctgaaa 
gatattggaa tttggggaca attacaaact 
gagctggaac aagttttgtc ttccttccac 
ctctggaggc agcaggtctg tgcaatagca 
agaaaaagcc tgtggactat attattgctt 
gaacatctat tctacgagtc atatcagaaa 
tacttcctct caccaggaca acaaccacag 
aagacagggt caaccattga taacttttta 
gaagtggatg cctttggaac tagaaatggc 
attgtgtcag gtgatgaaaa ggatcacaga 
aattgctttc ctgtcctcct ggatgtcatt 
tcagaacaca ttcagactga cagaagcaca 
gggtaccgaa gtaacacctt cttctggata 
gcaatgagca gcattggtga ctacaaaaaa 
ctctaccctt ctgcatactg gtttggccaa 
atcctcctgc taatgcaaat aatggattat 
attcaaaacc tgttaattca aatcctgtgt 
ttgacatatg tgatttcatt catttttcgc 
tttttcttct taattgtggt catcttctcg 
tttctagggc tattttttgg caccatgtta 
ttcatttttt ctgagatttc tcctgattcc 
attgtatacc tggcactgct aataccttac 
cgatgcctag aaatgaactg caggaagaaa 
tctccaagaa gcaacgctat tttfcccaaac 
atccagatgg aaagaatgag aacagtgaat 
cccgtcatca ttgccagctg tctacggaag 
tctaaaagga agaaaacaat tgccacaaga 
gttataggac tgttaggaca caatggagct 
ggagacacaa aaccaactgc aggacaggtg 
ctgggcttcc tggggtactg ccctcaggag 
cagcacctgg aggtgtacgc tgccgtgaaa 
atcacacggt tagtggatgc gctcaagctg 
ttgtcagagg gaataaagcg aaaggtacgg 
tagatgggaa ccagaggggc tgttcctccc 
ggggaacccg tcagtggtgc ttctggatga 
gcagcaaatg tggcaggtga ttcgggccac 
gaccacccac tacatggcag aggctgaggc 
aggaaggctg agatgtattg gttccatcca 
cctgctggag atgaagctga agaacctggc 



cttctgtatt tggtattgac attatatttt 1260 
cgatgttctc ccttgttttt cctgaaatcc 1320 
catgtggtcc ttgagaatga aacagattct 1380 
gtgtctccag aattctgtgg gaaggaagcc 1440 
gcagggaagt gtgagagagt agaagctttg 1500 
cagatcact'g ccctccttgg tcacagtgga 1560 
agtgggttgt cagttccaac atcaggttca 1620 
atggctgata tagaaaatat cagcaagttc 1680 
tttggatttc tcactgtgaa agaaaacctc 1740 
ccacatgaag tggagaaaga ggttttgcta 1800 
ctttcaaggc accgaatatg gaatctcctg 1860 
ttcagcaccc agtttataga tgaggctgac 1920 
aatgggaagc tgaagtgtgc aggctcttct 1980 
taccatttaa gtttgcatct gaatgaaagg 2040 
aagcagcaca tctctgatgc caaattgaca 2100 
ttgcctttgg aaaggacaaa caaatttcca 2160 
aaccaaggca ttgaggatta tggtgtttcc 2220 
ttagaaggaa aatcaactat tgatgaatca 2280 
gatggggcaa aagatatagg aagccttgtt 2340* 
gaaacaagga aaacaatcag tggcgtggcg 2400 
aaagttcgct tcctaaagtt aaagaaagaa 2460 
tttggtatta gctttatccc tcaacttttg 2520 
agttacccgt gggaactgtc tccaaataca 2580 
gatcctctga cccatttact ggtcatcaat 2 640 
cattcactga ggcgacagaa catagctata 2700 
acagatgacc catcttacaa tggtgctatc 2760 
ttttcaatag catgtaatac aaaacggctg 2820 
agcaatggac tacttggaat ttttaattcg 2880 
ttttttgaag agcatatgga ttatgagtat 2940 
ccgatggcag cctctttcac tccatacatt 3000 
aaagctcatt cccagctacg gatttcaggc 3060 
gcactggtgg atgtttccct gtactttttg 3120 
atttttagcc cagaggagat tatatttata 3180 
agtattggct atgtctcatc tcctgttttc 3240 
aatgggagaa aaaatagtgg catttggtca 3300 
atagttgcta ctgatctaaa tgaatatgga 3360 
atacctccct tcacattgat tggctctcta 3420 
atggattact taggagcttc agaatctgaa 3480 
cttcattttc tcatttttct tttcattctg 3540 
ctaatgagaa aggatcctgt gttcagaatt 3600 
ccagaagagc ctgaaggaga ggaggaagat 3660 
gctatggctg tgcgagactt tgatgagaca 3720 
gaatatgcag gcaaaaagaa aaattgcttt 3780 
aatgtctctt tttgtgttaa aaaaggtgaa 3840 
ggtaaaagta caactattaa gatgataact 3900 
attttgaakg ggagcggtgg aggggaaccc 3960 
aatgcgctgt ggcccaacct gacagtgagg 4020 
ggtctcagga aaggggacgc aatgatcgcc 4080 
caggaccagc tgaaggctcc cgtgaagacc 4140 
gcagggcttg ttgttgctct gcaagtgccg 4200 
gttgcagctg tgctttgtgc tgagcatcct 4260 
gccgtcgacc gggatggacc ccgaggggca 4320 
ctttagaaac acggagaggg gcgccctcct 4380 
ggtgtgtgac cgagtggcca tcatggtgtc 4440 
acacctgaaa agcaaatttg gcaaagacta 4500 
acaaatggag cccctccatg cagagatcct 4560 
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gaggcttttc ccccaggctg 
gcctgttgag gatgtgcgac 
gagtttcgac ctggaggagt 
gctctccaag gagcaggagc 
gaaactcctc ctgcaggaag 
tgtgactctt ttaaagataa 
aaaatgcatt tgaaactcat 
caggcgatgt cagtgagggc 
gtgccagcaa ccaaatccca 
gaattgtcta catttctgag 
aaaatattaa atattttctt 
tgacttccgg g 

<210> 87 
<211> 3269 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 7510203CB1 

<400> 87 

ggctttgtga ctgggtgctc ttgggaactt aaaggcccag gtctctgaga acattctcat 60 
atcttcagag aagagaaagg agtcaggttt agaatggtct ttttgtaaaa acaaaaattt 120 
ttaaactctg aaagattttt atgcagaggg atgtgaccac ctgcaagttt actgggagag 180 
aaataggagg aaatgaagct ccagccagat attaggaatt gagcgaagca tgagaaaaag 240 
ctctgcagta atgagaagta accctggaca gagtggcagg catagctctg gcggtcctct 300 
tggggatgga cattcgtccc tctctgctgg tcggaatcaa ggtttacaag gatggacttg 360 
agtcctgctc gaggtctagg ggtatccaga gcagggtggg ttagagaggg aggcctaaga 420 
gtcctgctcg aggtctaggg gtatcctgct agggtgggtt agacggggag gcctgagagg 480 
atgagaggtg ggatctgcac acgcactgag aaaggcatag tatagactca gaacagtcct 540 
ctcccaatct ccccttctac cctccaggac ctccctctga gattctgcca ctggtacaag 600 
ctgtccccaa agcctgggct gagaatggac aagagtctga ctcagccaca gcccagtcag 660 
tacagaaccc agagaaaaca aaggaggggc tggaggagga gcagagcaca tctggtcgcc 720 
tgctgcagga agaaagcaag aaggagggcg ccgtggcctt gcacgtgtac caagcttact 780 
ggaaggccgt gggccagggc ttggccttag ccatcctctt ctctctgctt ctcatgcaag 840 
ccacgcggaa cgctgctgac tggtggctct cccactggat ctctcagctg aaggctgaga 900 
atagctccca ggaggcgcaa ccctccacca gcccagcttc tatggggctc ttctctccgc 960^ 
agctgctcct cttttcccct ggaaacctct acatcccagt gttcccactg cccaaagctg 1020 
cccccaatgg ctcctcagac atccgtttct acctcaccgt gtatgcgacc attgctggtg 1080 
taaattccct ctgcaccctt ctccgggcag tgctctttgc agcaggcacc cttcaagcag 1140 
ctgccactct gcatcgccgc ctgctgcatc gagtccttat ggcaccagtg actttcttca 1200 
atgccacacc cacgggccgg atcctaaacc gcttctcctc tgatgtggcc tgtgcggatg 1260 
acagcctgcc cttcatcctc aacatcctcc tggccaacgc ggcaggcctg ctggggctcc 1320 
tggccgtgct gggctctggc ctgccctggc tgctgctcct gctgccgcct ttgagcatca 1380 
tgtactatca cgtgcagcgc cactacaggg cctcctcacg ggagctgcgg cgcctgggca 1440 
gcctcaccct gtctccactg tatagccatc tggccgatac cttggctggc ctctctgtgc 1500 
tccgggccac aggggccacc tacaggtttg aggaggagaa cctgcgactc cttgagctaa 1560 
accagaggtg ccagtttgcc accagtgcca caatgcagtg gctggacatt cggctacagc 1620 
tcatgggggc ggcagtggtc agcgctatcg caggcatcgc tctggtgcag caccagcagg 1680 
gcctcgctaa cccagggctg gtgggcttgt cgctgtctta tgccctgtcc ctgacgggcc 1740 
tgctctcggg cctggtgagc agcttcacac agacagaggc catgctggtg agcgtcgagc 1800 
ggctggaaga gtacacctgt gacctgcccc aggaacccca gggccagcca ctgcaggtgg 1860 
gcctgtaccc ccaccccagg ccaaagctct ggaaccctga aggccccagt ctccctcaca 1920 
attcctttct ttttgcccac ccatctttct cagctcccat aacctctctt catgatgacc 1980 



ctcagcagga aaggttctcc 
ctttatcaca ggctttcttc 
acagcctctc acagtctacc 
tgggtgatct tgaagaggac 
agccttaaag ctccaaatac 
tattttatag ccttaatatg 
gcaataatta tcctcagtag 
gatcataggg cataagccta 
tgtttcctac tgtgttaagt 
gatgtcatgg agaatgctta 
atttattttt ttgattaaag 



tccctgatgg tctataagtt 4620 
aaattagaga tagttaaaca 4680 
ctggagcagg ttttcctgga 4740 
tttgatccct cggtgaagtg 4800 
cctatatctt tctttaatcc 4860 
ccttatatca gaggtggtac 4920 
tatttcttac agtgagacaa 4980 
agccatacca tgcagccttt 5040 
ttaaaaatgc atttattata 5100 
attttcttcc tctgaacttc 5160 
tataaattaa gacaccctat 5220 

5231 
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acaattcttc accatgtccc ttcttcccca 
ccatttctca ttattctccc ctcctcacca 
ccgtctgtct cccacccatg gaccccacca 
cgtggagttc caggacgtgg tgttggcgta 
agtgaccttc tgcgtgcagc ctggagagaa 
caagtcttcc ctgttgttgg tgctcttccg 
gctggacggc gtggacacca gccagctgga 
catcccccag gagccctttt tgttcagtgg 
cctacataag gacagggcct tgtggcaggc 
tacatccatg ggtggtctgg atggtgagct 
gcagaggcag ctgttgtgtt tggccagggc 
cgatgaggcc acagcaagtg tggaccagaa 
caaacgcttt gccaacaaga cagtgctgac 
ctcagaccgg gtgctggtgc tacaagcggg 
cctgcgcaac cagccccact ccctgttcca 
ccctgcctca ctcggaggtc cctgagccca 
tctgatccag gccgggccta tacagaggtg 
ctctacctct ccacacttcc ccagaaggga 
cactccttgg tgggcagcat cctgaggctt 
ttgcatctgg aacgccaggt gggtttttct 
tttatttgat aaaattccat cttacattct 
agaaaaaaaa aaaaaaaaaa atggttcgg 



tctctcattc tctcattcct ctcacactgt 2040 
tcgctcctca tctcccctat ctccctttcc 2100 
gctgggcacc ggctggctga cccagggggg 2160 
ccggccaggg ctgccgaatg ccctggatgg 2220 
gttgggcatc gtgggccgca caggctccgg 2280 
gctgctagag cccagttcag ggcgagtgct 2340 
gctggcccag ctcagatccc agttggctat 2400 
gactgttcgg gaaaacctgg acccccaggg 2460 
cctgaagcag tgccacctga gtgaggtgat 2520 
gggtgagggg ggccggagct tatctcttgg 2580 
tctcctcaca gatgccaaga tcctgtgtat 2640 
gacagaccag ctgctccagc agaccatctg 2700 
cattgcccat aggctcaaca cgatcctgaa 2760 
gagagtggta gagctggact ccccggccac 2820 
gcagctgctg cagagcagcc agcagggagt 2880 
atcccacacc ctgcagagtt ctcccctctc 2940 
ctggctgctt gtttacattc tcctctgggg 3000 
aaagggcacc ctggattact ctttggaaat 3060 
ccccagaacc aggcctctgc tctggccctc 3120 
ggcataggag cccacttgca ttttcatagt 3180 
gtgtattaaa aaaataatat ttctggtgtg 3240 

3269 



<210> 88 

<211> 7706 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7510208CB1 

<400> 88 

gcgccccgcc cccgcgcggg cgatgcccag 
cgcgcagagg agcgggccgc ggcgctgagg 
tgcaccagct gcagctgctg ctctggaaga 
tcctggcctt cgagatcttc atccccctgg 
agaagaagcc caccatctcc gtgaaggaag 
ctgccggcat cctgcctgtc atgcaatcgc 
gcttcctgca gtacgccaac tccacggtca 
tggaggaagg caacctgttt gacccagcgc 
tacgccagca tctggaggcc ctcagtgcgg 
gatccacagt gtcttccttc tctctggact 
gtttcctgac gcaaaacttg tcgctgccca 
gtgtggaccc gcccgaggtc taccacctgc 
agtctggcct ccacaagggt caggagccct 
ggatggagga gctgctgctg gctcctgccc 
cgggggagct gggccggatc ctcactgtgc 
accgggatgc tgtctgcagt gggcaggctg 
ctgctgagct ccggaaccag ctggacgtgg 
cccccaacgg ctcggactcc tcgccacagg 
tgggggacct gctggatgcc cagaaggttc 
ccctgctact gccccagggt gcctgcactg 
cgggtggggc ggccaatggc actggggcag 
aggagggcgc accctctgct gcagcactgg 
cagccttcgt acagctctgg gccggcctgc 



cggcgcggcg ggctgcgggg cccggcgggg 60 
cggcggagcg tggccccgcc atgggcttcc 120 
acgtgacgct caaacgccgg agcccgtggg 180 
tgctgttctt tatcctgctg gggctgcgac 240 
tctccttcta cacagcggcg cccctgacgt 300 
tgtgcccgga cggccagcga gacgagttcg 360 
cgcagctgct tgagcgcctg gaccgcgtgg 420 
ggcccagcct gggctcagag ctcgaggccc 480 
gcccgggcac ctcggggagc cacctggaca 540 
cggtggccag aaacccgcag gagctctggc 600 
atagcacggc ccaagcactc ttggccgccc 660 
tctttggtcc ctcatctgcc ctggattcac 720 
ggagccgcct agggggcaat cccctgttcc 780 
tcctggagca gctcacctgc acgccgggct 840 
ctgagagtca gaagggagcc ctgcagggct 900 
ctgcgcgtgc caggcgcttc tctgggctgt 960 
ccaaggtctc ccagcagctg ggcctggatg 1020 
cgccaccccc acggaggctg caggcgcttc 1080 
tgcaggatgt ggatgtcctg tcggccctgg 1140 
gccggacccc cggaccccca gccagtggtg 1200 
gggcagtcat gggccccaac gccaccgctg 1260 
ccaccccgga cacgctgcag ggccagtgct 1320 
agcccatctt gtgtggcaac aaccgcacca 1380 
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ttgaacccga ggcgctgcgg cggggcaaca tgagctccct gggcttcacg agcaaggagc 1440 
agcggaacct gggcctcctc gtgcacctca tgaccagcaa ccccaaaatc ctgtacgcgc 1500 
ctgcgggctc tgaggtcgac cgcgtcatcc tcaaggccaa cgagactttt gcttttgtgg 1560 
gcaacgtgac tcactatgcc caggtctggc tcaacatctc ggcggagatc cgcagcttcc 1620 
tggagcaggg caggctgcag caacacctgc gctggctgca gcagtatgta gcagagctgc 1680 
ggctgcaccc cgaggcactg aacctgtcac tggatgagct gccgccggcc ctgagacagg 1740 
acaacttctc gctgcccagt ggcatggccc tcctgcagca gctggatacc attgacaacg 1800 
cggcctgcgg ctggatccag ttcatgtcca aggtgagcgt ggacatcttc aagggcttcc 1860 
ccgacgagga gagcattgtc aactacaccc tcaaccaggc ctaccaggac aacgtcactg 1920 
tttttgccag tgtgatcttc cagacccgga aggacggctc gctcccgcct cacgtgcact 1980 
acaagatccg ccagaactcc agcttcaccg agaaaaccaa cgagatccgc cgcgcctact 2040 
ggcggcctgg gcccaatact ggcggccgct tctacttcct ctacggcttc gtctggatcc 2100 
aggacatgat ggagcgcgcc atcatcgaca cttttgtggg gcacgacgtg gtggagccag 2160 
gcagctacgt gcagatgttc ccctacccct gctacacacg cgatgacttc ctgtttgtca 2220 
ttgagcacat gatgccgctg tgcatggtga tctcctgggt ctactccgtg gccatgacca 2280 
tccagcacat cgtggcggag aaggagcacc ggctcaagga ggtgcgcggg ccgggactct 2340 
ccctggaggc gcgggctggc agggaggggc ggcgtcctcc ccggggcctg ccccaagccc 2400 
ctggcccacc cgcaggtgat gaagaccatg ggcctgaaca acgcggtgca ctgggtggcc 2460 
tggttcatca ccggctttgt gcagctgtcc atctccgtga cagcactcac cgccatcctg 2520 
aagtacggcc aggtgcttat gcacagccac gtggtcatca tctggctctt cctggcagtc 2580 
tacgcggtgg ccaccatcat gttctgcttc ctggtgtctg tgctgtactc caaggccaag 2640 
ctggcctcgg cctgcggtgg catcatctac ttcctgagct acgtgcccta catgtacgtg 2700 
gcgatccgag aggaggtggc gcatgataag atcacggcct tcgagaagtg catcgcgtcc 2760 
ctcatgtcca cgacggcctt tggtctgggc tctaagtact tcgcgctgta tgaggtggcc 2820 
ggcgtgggca tccagtggca caccttcagc cagtccccgg tggaggggga cgacttcaac 2880 
ttgctcctgg ctgtcaccat gctgatggtg gacgccgtgg tctatggcat cctcacgtgg 2940 
tacattgagg ctgtgcaccc aggcatgtac gggctgcccc ggccctggta cttcccactg 3 000 
cagaagtcct actggctggg cagtgggcgg acagaagcct gggagtggag ctggccgtgg 3 060 
gcacgcaccc cccgcctcag tgtcatggag gaggaccagg cctgtgccat ggagagccgg 3120 
cgctttgagg agacccgtgg catggaggag gagcccaccc acctgcctct ggttgtctgc 3180 
gtggacaaac tcaccaaggt ctacaaggac gacaagaagc tggccctgaa caagctgagc 3240 
ctgaacctct acgagaacca ggtggtctcc ttcttgggcc acaacggggc gggcaagacc 3300 
accaccatgt ccatcctgac cggcctgttc cctccaacgt cgggttccgc caccatctac 3360 
gggcacgaca tccgcacgga gatggatgag atccgcaaga acctgggcat gtgcccgcag 3420 
cacaatgtgc tctttgaccg gctcacggtg gaggaacacc tctggttcta ctcacggctc 3480 
aagagcatgg ctcaggagga gatccgcaga gagatggaca agatgatcga ggacctggag 3540 
ctctccaaca aacggcactc actggtgcag acattgtcgg gtggcatgaa gcgcaagctg 3600 
tccgtggcca tcgccttcgt gggcggctct cgcgccatca tcctggacga gcccacggcg 3660 
ggcgtggacc cctacgcgcg ccgcgccatc tgggacctca tcctgaagta caagccaggc 3720 
cgcaccatcc ttctgtccac ccaccacatg gatgaggctg acctgcttgg ggaccgcatt 3780 
gc.catcatcg tcccatggga agctcaagtg ctgcggctcc ccgctcttcc tcaagggcac 3840 
ctatggcgac gggtaccgcc tcacgctggt caagcggccc gccgagccgg ggggccccca 3900 
agagccaggg ctggcatcca gccccccagg tcgggccccg ctgagcagct gctccgagct 3960 
ccaggtgtcc cagttcatcc gcaagcatgt ggcctcctgc ctgctggtct cagacacaag 4020 
cacggagctc tcctacatcc tgcccagcga ggccgccaag aagggggctt tcgagcgcct 4080 
cttccagcac ctggagcgca gcctggatgc actgcacctc agcagcttcg ggctgatgga 4140 
cacgaccctg gaggaagtgt tcctcaaggt gtcggaggag gatcagtcgc tggagaacag 4200 
tgaggccgat gtgaaggagt ccaggaagga tgtgctccct ggggcggagg gcccggcgtc 4260 
tggggagggt cacgctggca atctggcccg gtgctcggag ctgacccagt cgcaggcatc 4320 
gctgcagtcg gcgtcatctg tgggctctgc ccgtggcgac gagggagctg gctacaccga 4380 
cgtctatggc gactaccgcc ccctctttga taacccacag gacccagaca atgtcagcct 4440 
gcaagaggtg gaggcagagg ccctgtcgag ggtcggccag ggcagccgca agctggacgg 4500 
cgggtggctg aaggtgcgcc agttccacgg gctgctggtc aaacgcttcc actgcgcccg 4560 
ccgcaactcc aaggcactct tctcccagat cttgctgcca gccttcttcg tctgcgtggc 4620 
catgaccgtg gccctgtccg tcccggagat tggtgatctg cccccgctgg tcctgtcacc 4680 
ttcccagtac cacaactaca cccagccccg tggcaatttc atcccctacg ccaacgagga 4740 
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gcgccgcgag taccggctgc ggctatcgcc cgacgccagc ccccagcagc tcgtgagcac 4800 
gttccggctg ccgtcggggg tgggtgccac ctgcgtgctc aagtctcccg ccaacggctc 4860 
gctggggccc acgttgaacc tgagcagcgg ggagtcgcgc ctgctggcgg ctcggttctt 4920 
cgacagcatg tgtctggagt ccttcacaca ggggctgcca ctgtccaatt tcgtgccacc 4980 
cccaccctcg cccgccccat ctgactcgcc agcgtccccg gatgaggacc tgcaggcctg 5040 
gaacgtctcc ctgccgccca ccgctgggcc agaaatgtgg acgtcggcac cctccctgcc 5100 
gcgcctggta cgggagcccg tccgctgcac ctgctctgcg cagggcaccg gcttctcctg 5160 
ccccagcagt gtgggcgggc acccgcccca gatgcgggtg gtcacaggcg acatcctgac 5220 
cgacatcacc ggccacaatg tctctgagta cctgctcttc acctccgacc gcttccgact 5280 
gcaccggtat ggggccatca cctttggaaa cgtcctgaag tccatcccag cctcatttgg 5340 
caccagggcc ccacccatgg tgcggaagat cgcggtgcgc agggctgccc aggttttcta 5400 
caacaacaag ggctatcaca gcatgcccac ctacctcaac agcctcaaca acgccatcct 5460 
gcgtgccaac ctgcccaaga gcaagggcaa cccggcggct tacggcatca ccgtcaccaa 5520 
ccaccccatg aataagacca gcgccagcct ctccctggat tacctgctgc agggcacgga 5580 
tgtcgtcatc gccatcttca tcatcgtggc catgtccttc gtgccggcca gcttcgttgt 5640 
cttcctcgtg gccgagaagt ccaccaaggc caagcatctg cagtttgtca gcggctgcaa 5700 
ccccatcatc tactggctgg cgaactacgt gtgggacatg ctcaactacc tggtccccgc 5760 
tacctgctgt gtcatcatcc tgtttgtgtt cgacctgccg gcctacacgt cgcccaccaa 5820 
cttccctgcc gtcctctccc tcttcctgct ctatgggtgg tccatcacgc ccatcatgta 5880 
cccggcctcc ttctggttcg aggtccccag ctccgcctac gtgttcctca ttgtcatcaa 5940 
tctcttcatc ggcatcaccg ccaccgtggc caccttcctg ctacagctct tcgagcacga 6000 
caaggacctg aaggttgtca acagttacct gaaaagctgc ttcctcattt tccccaacta 6060 
caacctgggc cacgggctca tggagatggc ctacaacgag tacatcaacg agtactacgc 6120 
caagattggc cagtttgaca agatgaagtc cccgttcgag tgggacattg tcacccgcgg 6180 
actggtggcc atggcggttg agggcgtcgt gggcttcctc ctgaccatca tgtgccagta 6240 
caacttcctg cggcggccac agcgcatgcc tgtgtctacc aagcctgtgg aggatgatgt 6300 
ggacgtggcc agtgagcggc agcgagtgct ccggggagac gccgacaatg acatggtcaa 6360 
gattgagaac ctgaccaagg tctacaagtc ccggaagatt ggccgtatcc tggccgttga 6420 
ccgcctgtgc ctgggtgtgc gtcctggcga gtgcttcg^g ctcctgggcg tcaacggtgc 6480 
gggcaagacc agcaccttca agatgctgac cggcgacgag agcacgacgg ggggcgaggc 6540 
cttcgtcaat ggacacagcg tgctgaagga gctgctccag gtgcagcaga gcctcggcta 6600 
ctgcccgcag tgtgacgcgc tgttcgacga gctcacggcc cgggagcacc tgcagctgta 6660 
cacgcggctg cgtgggatct cctggaagga cgaggcccgg gtggtgaagt gggctctgga 6720 
gaagctggag ctgaccaagt acgcagacaa gccggctggc acctacagcg gcggcaacaa 6780 
gcggaagctc tccacggcca tcgccctcat tgggtaccca gccttcatct tcctggacga 6840 
gcccaccaca ggcatggacc ccaaggcccg gcgcttcctc tggaacctca tcctcgacct 6900 
catcaagaca gggcgttcag tggtgctgac atcacacagc atggaggagt gcgaggcgct 6960 
gtgcacgcgg ctggccatca tggtgaacgg tcgcctgcgg tgcctgggca gcatccagca 7020 
cctgaagaac cggtttggag atggctacat gatcacggtg cggaccaaga gcagccagag 7080 
tgtgaaggac gtggtgcggt tcttcaaccg caacttcccg gaagccatgc tcaaggagcg 7140 
gcaccacaca aaggtgcagt accagctcaa gtcggagcac atctcgctgg cccaggtgtt 7200 
cagcaagatg gagcaggtgt ctggcgtgct gggcatcgag gactactcgg tcagccagac 7260 
cacactggac aatgtgttcg tgaactttgc caagaagcag agtgacaacc tggagcagca 7320 
ggagacggag ccgccatccg cactgcagtc cccctctcgg ctgcttgctc agcctgctcc 7380 
ggccccggtc tgcccccacg gagctccggg cacttgtggc agacgagccc gaggacctgg 7440 
acacggagga cgagggcctc atcagcttcg aggaggagcg ggcccagctg tccttcaaca 7500 
cggacacgct ctgctgacca cccagagctg ggccagggag gacacgctcc actgaccacc 7560 
cagagctggg ccagggactc aacaatgggg acagaagtcc cccagtgcct gccagggcct 7620 
ggagtggagg ttcaggacca aggggcttct ggtcctccag cccctgtact cggccatgcc 7680 
ctgcggtcac tgcggttgcc ggccct 7706 

<210> 89 

<211> 3159 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 7510446CB1 

<400> 89 

agcaagagca gaggcttaag gagctacact 
cctggccggg gctcgggggg agggaatatg 
gaacaaagct ggtggggtag tgacccccag 
agctacggac tgccctctga gaatgggggc 
ccccgccaca acgtccaccc cacacagatt 
agggagcagg acatagggat gcccaagaag 
gatgaggatc actattctaa atgtcaaggt 
gtagaaacag attgtatcca ccgcctggga 
tggatctttc tggtgcttct gggactgctg 
gtcagtgcca aaagccttca ggcctacaag 
cctctgcagt tcctggtctg ggtcaccttc 
ttctgccacc tcatctctcc ccaggctgtt 
cttcgtgggg ttgtcctgaa ggaatacctc 
gccctgactg cgggcctggg cagtggcatc 
attgccagca tctgtgctgc tgtcctcagc 
gagcagccat actactactc tgatatcctg 
tgttttggga caccacttgg aggagtgcta 
gctgttcgga actactggag aggattcttt 
gtgctggcag tgtggaacaa ggatgctgtc 
cgaatggatt tcccctttga cctgaaggaa 
tgtgggctcc tgggagctgt atttgtgtat 
aagcacaagg ccctcagcca gtttcttgct 
acctttgtca ttgcctcatt caccttccca 
ttgatgcccc gcgaagccat cagtactttg 
ggtgatcctg agagcctggg ccagtcagct 
atcatcatct ttctcttctt cgtcatgaag 
cccataccct gcggaggctt catgcctgtg 
gtaggagaaa tcatggccat gctctttcct 
aagatcctac ctgggggcta tgcagtaatt 
cacacagtct ccacagctgt gatttgcttc 
cccatgatgg tggctgttat cttggccaac 
tatgacagca tcatccaggt caagaagcta 
ctcagcaaat ataccatctt tgttgaggac 
gcttcttaca catatgggga gttgcgaacc 
ccactggttg actcaaaaga ttcaatgatc 
caggccctcc tgcagcgcca cctgtgtcct 
gcgcggaagt tgtcggagct gccttacgac 
cccggcgcgc ctccaggccg gcccgagtcc 
gacctctctg gcaagagcga gcttcctctt 
cctctgtccc cagaagagcc caatgggcct 
ccagagcctg caggtcaaag accctccatc 
agagctcgcc ccacaaagaa gaaaacaacc 
tcacctgaag agattgaggc ctgggagcag 
tcctgctgta ttgaccagtc tcccttccag 
cataccctgt tttcactcct tggcctccac 
aggggcgtcc tggccctgga ggagctacag 
gtgcagctcc gccctcccct tgccagcttc 
ggggcacctc catcttctgc agagaactgg 
ggaacagggg atgtgattgc tgcctcccca 
ccccctctct ccctggcccc aggcaaggta 
gagagtccag ggctggaaga ggagctggcc 



gggggaagga caggggcaag caggccaagg 60 
gagcaatccc ggtcacagca gcgtgggggt 120 
taccagtata tgccctttga acactgcacc 180 
ctccagcaca ggctccggaa ggatgcaggc 240 
tatggccatc acaaagaaca attctcagac 300 
acaggctcca gttctaccgt ggacagcaag 360 
gatggggact gaggaataaa gaaatctgga 420 
caggtggtga gaagaaaatt aggggaagac 480 
atggctctgg tcagctggag catggactac 540 
tggtcctacg cgcagatgca gcccagcctt 600 
ccactagtcc tcatcctctt cagcgccctc 660 
ggctctggaa tccccgaaat gaagacaata 720 
acaatgaaag cctttgtggc caaggttgtc 780 
cccgtgggga aagagggccc cttcgtccac 840 
aaattcatgt ctgtgttctg cggggtatat 900 
acggtgggct gtgctgtggg agtcggctgt 960 
tttagcatcg aggtcacctc cacctacttt 1020 
gcagccacgt tcagcgcctt tgtgtttcga 1080 
accatcactg ctctgttcag aaccaatttc 1140 
ctaccagctt ttgctgccat cgggatttgc 1200 
ctgcatcgcc aagtcatgct cggtgtccga 1260 
aagcaccgcc tgctgtatcc tggaafctgtt 1320 
ccaggaatgg gtcaattcat ggctggagag 1380 
tttgacaaca atacatgggt gaaacacgcg 1440 
gtgtggattc acccccgggt caacgttgtc 1500 
ttctggatgt ccatcgtggc caccactatg 1560 
tttgtgctag gagctgcatt tggaaggctg 1620 
gatggtattt tgtttgatga catcatctac. 1680 
ggagcagcag cgctgactgg tgccgtttcc 1740 
gaattaacgg gtcagattgc tcacatcctg 1800 
atggtggccc agagcctgca gccctctctc 1860 
ccctacttgc ctgaccttgg ctggaaccag 1920 
atcatggtac gtgatgtgaa gtttgtttca 1980 
ctgctccaga ccaccacagt caagacttta 2040 
ctgctgggct cggtggagcg gtcggaactg 2100 
gagcgcagac tgcgcgcagc ccaagagatg 2160 
gggaaggcgc ggctggctgg ggaggggctc 2220 
ttcgcctttg tggatgagga tgaggacgaa 2280 
tcccttgctc tccacccctc tactactgcc 2340 
ctgcctggcc acaaacagca gccggaagca 2400 
ttccagtccc tgcttcactg cttgctgggc 2460 
caggattcca cagatttagt ggataacatg 2520 
gagcagctga gccagcctgt ctgttttgat 2580 
ctggtggagc agacaaccct gcacaagact 2640 
ctcgcttacg tgaccagcat ggggaagctc 2700 
aaggccattg aggggcacac caagtctggg 2760 
cggaacacga cttcaactcg aaagagtacc 2820 
aacctgcctg aggacaggcc tggggccact 2880 
gagacccctg tgccatctcc ttccccagag 2940 
gagggcgagt tggaggagct ggagctggtg 3000 
gacatcttgc agggccccag cctgcgatcc 3060 
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acagacgagg aggatgagga tgaactgatc ctttgacccc ctcccacgac ctcctcataa 3120 
agaccgtgga gaggcccaaa aaaaaaaaaa aaaaaaaaa 3159 

<210> 90 

<211> 1821 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7505294CB1 



<400> 90 

gctgcctgcc 

cgcccccgct 

ctcccaatgc 

gtgtcgccac 

gcctcaagga 

gggatctggt 

gctttgcctc 

ttgtgctgct 

cctccacagg 

tgggtgtcta 

tggcagggga 

ctaaggattg 

atggctggcc 

aggaggctca 

tgggggagga 

ccagcctgtg 

cggcaccgca 

gggcatcctt 

gtgggattat 

ccaagctgcc 

gggccgtggc 

ccagcgcctc 

cctcctctgc 

ggtgctccgg 

ccgctgtgac 

gtaccctggc 

agggaacrcrca 

tcagagggcc 
agtcagggga 
cccaaagaca 
catttggaat 



ggtgctcttc 
gcattgccac 
cagcggcgtc 
cagtaccgac 
ttgggactat 
gtgtgacctg 
cggctacctg 
gaccttgggg 
cgtcatggcc 
cctgatgcgc 
gttggtgggg 
gcgattccta 
tggtttgttc 
gtctgtgctg 
ggcccaggag 
ggaggaggag 
gccctggcct 
cttctctcca 
ctgaacgagg 
gccatcctca 
ctgggcctga 
cacatgggcc. 
attctcagca 
gacggggagc 
cacgtcccgc 
gggaggctgg 
gggctgccca 
gtccccaccc 
cagggagaga 
tccacccaga 
aaacgagcaa 



gtggctctgg 
tacggggcct 
agcgtcgcca 
ccctcgtgca 
aatggccttc 
ggctggcagg 
ttcctgggtt 
ctggtgggcc 
ctccgattcc 
ctggagctgt 
gtgggagggc 
cagcgaatga 
ctggagtccg 
aggatcctgg 
gccctgcagg 
ggagcccatc 
gtgtcttcct 
tgacccttac 
ctgccatcac 
gcaccctcct 
tcatggctct 
atggagcctt 
ttatgctgct 
tgtgtcgccg 
tgcttgccac 
cccacacaga 
gaagtctcag 
tgcctcctcc 
gctccacact 
cctcattatt 
a 



gcatggcctc 
tcccccctaa 
gcgctgccct 
gcggcttcgc 
ctgtgctcac 
tgatcctgga 
accccgcaga 
cctgtggagt 
tcttgggctt 
gcgacccaac 
acttcctgtt 
tcaccgctcc 
cacggtggct 
ctgagcgaaa 
cttcattgcc 
ggacttctac 
gggggtcacc 

cggcattgct 
cactttctct 
tgctgctgag 
aggggcgctt 
cctgcagcac 
gccggagacc 
gccttccctg 
ccccaaccct 
aaggtggcaa 
aggcacctca 
ctgctgcttt 
gtaaccactg 
tcttgctcta 



ggaccccatc 
tgcctctggc 
agcagccagc 
cccgccggac 
caccaacgcc 
gcagatcctc 
cagatttggc 
aggaggggct 
tctgcttgcG 
ccagaggctt 
cctgggcctg 
ctgcatcctc 
gatagtgaag 
ccggccccat 
catgccattc 
ctgtgctctc 
gtggaccgat 
tccctggtcc 
gtccttgggc 
gtcatcccca 

ggaggactga 

gtggtgctgg 
aagcgcaagc 
ctgcggcagc 
gccctctgag 
gaagatcggg 
cgccagccat 
gcattcactt 
ggtctgggct 
tcattctgtt 



ttcacgctgg 
tgggagcagc 
gccgccagcc 
ttcaaccatt 
atcggccagt 
ttcatcttgg 
cgtcgcggga 
gctgcaggct 
ggtgttgacc 
cgggtggccc 
gcccttgtct 
ttcctgtttt 
cggcagattg 
gggcagatgc 
gccactgcta 
tgctggccag 
ttggccgccg 
tgctgggcct 
tcttctcctc 
ccactgtccg 
gcggcccggc 
cggcctgcgc 
tcctgcccga 
caccccctac 
cggcctctga 
aagactgagt 
cgcggagagc 
ccttggccag 
ccatcctgcg 
tcaataaaga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1821 



<210> 91 

<211> 3526 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<223> Incyte ID No: 



7505631CB1 



<400> 91 

cacttggcgg ccatggcagc tgtagtatcg gcgactccgg gtcaaggccc ggtcgagtgc 60 
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agtaccatgg gcagcaccgg gtatagggca 
acccctagga cccatcgtta gagacctgca 
agagtttgct gggactggtg ggctggtttc 
cgcctcttgg agacaggggc gcctagggaa 
cgccgcctaa gacattgtgc caccctcaat 
attttcccca ttgacttttc ccatctctgt 
gagaacccag agcctgggac cttagattgc 
aaaagggtct- gttgccgggt acgttcaaga 
gggaaggcct aaagaactgg aaagcccact 
cctaagcacc atttaaagcc actggaaatt 
agggcagaat ggatgatttc atctccatta 
gttacgtggc cggaatcatt cccttggctg 
tgactgtttt gggtgctggc cttctctgtg 
gagtacatgc cctttatgaa gatattcttg 
ataatgtgat tgcatcagac aaagcagcag 
gccacgacca cacacagctg catgcctata 
tcatgttgct ggtggaccag attggtaact 
cagcaaggtc tagcaattcc aaaatcacca 
ctgatggtgt tgctttggga gcagcagcat 
tgtttgtggc aatcatgcta cataaggcac 
tgcatgctgg cttagagcgg aatcgaatca 
caccagttat gtccatggtg acatacttag 
cagaggtgaa cgccacggga gtggccatgc 
ccacagtgag gaaagtagca caaataggat 
catacaattt tactaccaag agaaggtata 
ggatgttaac agctgactgg tgtgagactt 
ggttgcctag attctctctg gaaactgact 
ggtttggttt ggacagtagt gctttctatc 
actggccaaa gcctctttca gcagtgcctt 
tcttgctgga tggagccttg aactccggca 
cttcccctct ggacctcact attaacaagc 
agctatgtat gggctttccc agattttaaa 
cctggtcagc agacagaaat agccatacta 
agcagggaac caagcagcgt ggcacaggcc 
ggtgggcagt attccaggag aggccatgtc 
gttttcctct tgtttaaaac tgcctcttta 
tgaaaacatt ggcaatactt aagttgctgc 
aagagacgca attgatgatg agaagcatga 
taattgcaat ttgactccgt ttccttggta 
ctcttaaatg gcaaattaag ttaaagaata 
agttaattgc ttgtcagttc catttcaaga 
ttcctgtgca cactattgcc aaattttttt 
agttggaaac agtactacct acctagaggt 
ctctttcttt cccaattcaa aacagccaag 
gagaaaagaa agggagtggc tgttttgagt 
gattgtgttt tttttttacc agcctacttc 
caaggattag aactaagagg acacaccagc 
ggtagctagg gactgaacac aggaaccgta 
cctgccttgt gggcccctga gccccttggg 
aactgcfcgca gtgttaagtg aaaatcctct 
attagaaaat ttctgctcaa tacagaatgg 
tgctgtgaaa ttaaaacctc tttgtacctg 
aggaaatgtg taacttgtgg gaaagaacta 
tcagcctaac ccagtggctt aacacaagga 
tcttccagca agttagaagt ctcatgggat 
gaacagtgat tttaaatgtc cctttttctg 



gagacagctt tgtgtcaact ttgctgctga 120 
ggactccttt cctcatccca ggctcggagg 180 
ctgctctggg gggcggatca ccttcggggc 240 
cgaacaggtt cgcttgagtc acttacccgc 300 
ccgacaatcg aagaaatcga tcattcgcac 360 
taacccacga gaatctaatg actggcatct 420 
tgtaagcttt ctctggtgct aatatcagca 480 
ggaaggtgcc tcgtgaacac atctgctggt 540 
ctcttggaac caccacacct gtttaaagaa 600 
tgttgtctag tggttgtggg tgaataaagg 660 
gcctgctgtc tctggctatg ttggtgggat 720 
ttaatttctc agaggaacga ctgaagctgg 780 
gaactgctct ggcagtcatc gtgcctgaag 840 
agggaaaaca ccaccaagca agtgaaacac 900 
aaaaatcagt tgtccatgaa catgagcaca 960 
ttggtgtttc cctcgttctg ggcttcgttt 1020 
cccatgtgca ttctactgac gatccagaag 1080 
ccacgctggg tctggttgtc catgctgcag 1140 
ctacttcaca gaccagtgtc cagttaattg 1200 
cagctgcttt tggactggtt tccttcttga 1260 
gaaagcactt gctggtcttt gcattggcag 1320 
gactgagtaa gagcagtaaa gaagcccttt 1380 
ttttctctgc cgggacattt ctttatgttg 1440 
acagttgtat gtagtcattg gcaacaattg 1500 
gtatggaaag tccaaatgac ttccttgatt 1560 
gaggtttcat ctagtccttc aaaactatat 1620 
ttgtcaaata aatagcagat tgtagtgtct 1680 
atattgttgt gtgcaatggt aatttgttct 1740 
gccatcatgc ttaaaagttt ggctagtata 1800 
aggattgaac catctgactt ccaaatttgc 1860 
aaacctttca gggccctctt agctctcaga 1920 
gctgctgcct cgagaactac tcatttctct 1980 
atctcatagg gctcaaatgc atcttcaggc 2040 
ttcttgactg gaggaagagc ttgctggcat 2100 
cgtgttcact tcttggcaca tttcagttcc 2160 
gatgtggatg ccttaatgct gtaacacatt 2220 
catgattaca gatggaatta ttggctacca 2280 
ttcttgcttc catataacca aagttaatct 2340 
gggatagact ttcttcagat tccaagtgct 2400 
ctactgctcc attcccctca cttattctcc 2460 
aagcagtgat gttccaggtt tgattcagtt 2520 
ttagcaaaga ttctgcactg gaacgtagac 2580 
tatgtgtttt ctctttctcc ccgctttcac 2640 
tgagccctgt tctggtattt tgaatcatta 27 00 
tgtcctttct ttgcagaaag gagaaaatgt 2760 
taagtgtcac tgcctggttt ttctcttttt 2820 
atcggagtgt attaagcccc tgaaacacat 2880 
tgacagcagc acaaaccccc aaaggatgtt 2940 
agactgagaa tcatgaccag attcatccag 3000 
gtagttgttc tgcagaggaa ccttccttcc 3060 
tccacatcac ccaaagtgca ctgttggaga 3120 
agacatctag attcacctca ggaggcctga 3180 
gacaaccatt taggaattct ctagatatac 3240 
gattggcttt gatctttttt tcttgtggca 3300 
aagactgcag ttcccctggt tcaatagctg 3360 
gatcccttgt aaacatgaaa tcattccatg 3420 
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gatggctgcc ttataatttt gtctctttcc actttaattg tgaatggtta aaaaaatgct 3480 
gttttctgat attaaatttt tattagtgca taccttaaaa aaaaaa 3526 

<210> 92 

<211> 946 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7506561CB1 



<400> 92 

cacggagatt 

gataagtaga 

cccagggccc 

catcagtttc 

atggcctggc 

cagcccagga 

cacaagacac 

aatgcctgct 

aactttaact 

gcccctgtgc 

caaaagcaac 

ggccctctgc 

ctggagccac 

gtggtttgac 

catgaatgct 

ggggttcttc 



cggcacgagg 
aagctggacc 
agcatgacct 
tcctccggca 
agatgatgca 
gtgcgcgggc 
agcccagccc 
gcacggccag 
gggatcactg 
aaagaggact 
tggcacaaag 
agcacctttg 
tccttcaagg 
tcagcccagg 
ggggccccgt 
caacaaccta 



aggaaaagca 
atgagctcct 
tctcctggat 
tctttttctt 
gctgctgctt 
caggacggac 
cgaggacgag 
caccagccag 
tggtcaacca 
gtgagcgctg 
gctggaattg 
agtcctactt 
tcagcaacta 
gcaaccccaa 
ctcgtgggat 
ttctaataga 



gcaaaccaga 
tgagggcagg 
tcctcatctt 
acaggattct 
ctggctttgg 
ctgctcaatg 
ctgtatggcc 
gagctgcaca 
gagctggcgc 
gtgggaggac 
gacctcaggg 
ccccactcca 
tagtcgaggg 
tgaggaggtg 
tattgattcc 
caaatccaca 



tggagaagga 
gactgaatgg 
ccttctgtga 
tacctcagga 
tgactgctgc 
tctgcatgaa 
agtgcagtcc 
aggacacctc 
aaagagcgca 
tgtcgcacct 
attaatgagt 
gccgcccttt 
agctgccgct 
gccaagttct 
tgatccaaga 
tgaaaa 



aggccaaaaa 
ttactatgtc 
cctgtgtctc 
atagatggac 
ggggagtgcc 
cgccaagcac 
ctggaagaag 
ccgcctgtac 
ttctgaacgt 
cctacacctg 
gtccggccgg 
gtgaaggcct 
gcatccagat 
atgctgcggc 
agggtcctct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

946 



<210> 93 

<211> 2737 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> inisc_feature 
<223> Incyte ID No: 



7510733CB1 



<400> 93 

agcgaacagg 

ggcatttgta 

aaacgtccat 

acaggagtcc 

tcaagcagag 

gcacgttcat 

gacgttttgg 

tttatgtggc 

tcgtgggaga 

tggcgaacgc 

ccatttttga 

tcctgattat 

ctcgagacct 

gagctggaaa 

gaggcctcat 

aggcagaaca 



gaatgacagt 
cagtcagaga 
tttcatctgg 
tcagagaagc 
actggtcttg 
cttgattgtc 
aggggtcatc 
tggcggtgtc 
aaatgcaaca 
atttgcagat 
ctccagaaac 
tgtcattgct 
gagtcccaga 
caacttctgg 
ctatgttctt 
atctgaggac 



tccaccagaa 
ctcttaccag 
ctgtgaaagt 
cccaagatgc 
aagagcagct 
cttggatgtg 
actatcaatg 
tctgatggac 
gcacacattt 
caagtggtgg 
ttgggagccc 
tcctccctgg 
cttttcactg 
tggattcctg 
gtcattgaaa 
aaaccagaga 



gacgattaag 
acatctccag 
gaggaccaca 
agcctgaggg 
tagcgaaaga 
gctgtgttgc 
ttggattttc 
ttatgtcctt 
ttgcaacata 
ccaccatgat 
ccagaggcct 
gactgaacag 
ccttggcagg 
tagtgggccc 
tccaccatcc 
aatatgaact 



ccacagcctc 
gaatctgtga 
acaggtaggt 
agcagaaaag 
aaccctctct 
ccaagctatt 
aatggcagtt 
tgctggtgga 
cccagctccg 
actcctcata 
agagcccatt 
tggctgtgcc 
ctgggggttt 
tttggttggt 
agagcctgac 
cagtgtcatc 



taattggaac 60 
gccattgtca 120 
attggtagaa 180 
ggaaaaagct 240 
gagttcttgg 300 
ctcagtcgag 360 
gcaatggcca 420 
aaactgctga 480 
tatctatctc 540 
atcgtctttg 600 
gccatcggcc 660 
atgaacccag 720 
gaagtcttca 780 
gctgtcattg 840 
tcagtcttta 900 
atgtagtggc 960 
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atgctcagct ctggatttgc agtcagtttg ggattctctt cagaaagatg gcatctaagt 1020 
gtctgtgttc ttgtaagcct gaggtggaat ccacccagtt ttgtctgcta gccatatggg 1080 
acatctaatt ggaaaagcat ctgcafcaaaa gtttggaaac aatgaccact tctctaccat 1140 
tgtcccccac ccccaccccc cagaataacg ctgactgtcc cctgaaacag ccttctctcc 1200 
tgccctgttt atttcatcct cgatgggaat tcttgctagg taagcactaa taactcggca 1260 
tcttgacgat agtcccattt gggtggtttc agctgcacta tctgtatgaa atggtgtcac 1320 
caaaaccctt ttcttcagta tcgacaaaga ttacattctg agtaccaacc aaaccctaaa 1380 
ttgaaagaca aaactatggt ttcagtcaac atattcatga attagggagc taatgggtta 1440 
agcttccagt tcccgctatg ctactggatt tgtataaata ctgatattct ccaaacctag 1500 
tggtgtaggg agcaagagaa tgcagctgga aggcacaagg ggaggacatt gtggcattca 1560 
gaaactgcag gagacaagat gaatttgaga agccaaatgg aatttttaat ggaaaccatt 1620 
tatcagatta atctcttgct ctcctgcatt ttagaggaca ccaattaatt tcctggtctt 1680 
tagtatataa taacctaaaa taccattgta acctcagtca tgaaaaatac atcactctgt 1740 
ctttttagct caaatgtatt ttcctaattg cccacttgag aacagacatt tgacaagtta 1800 
tatcaacgac tgtgcttgtc cattatttta cacatgccct agaagccaaa actgaaagcc 1860 
actggatcct ggtctagctg aatcttcaga gtgggaggtc tccaaaaaga tattacctta 1920 
ttgggcttaa caattcacaa ggcactttca cacccattat ctaatttaat cctcataatg 1980 
actatgtgag gcaaatgcca cattgcccat ttttcagata aagaaacaaa atcttaggga 2040 
agataagttg agttgtccaa gagcacactg aaagttgaat gttatctaat gcattcctct 2100 
acctttcaga agatcagtag ctggctgaga atctttgcca aatcttcctt gctagccaga 2160 
agtggaattg gcagcttcta gaatatgtac acctctggac aaaatgttcc tcaatcttaa 2220 
gatacaaaga ccctcattgt ctgggtctat tcccacactt actgagtaca gatgaaggaa 2280 
agtggtagca atttaatcat aactttcatt tgctgaaaaa cattatgaga aggcctccct 2340 
tcctaagcca cctctggtct tgctaagtct tgatcttgct tcctgccagc accaaacatt 2400 
acattcaggg gatttcctct ggctcagtct tttccccttg aagttctcta atagatgtta 2460 
cttttgacaa aagatcgcct atgagttaca agcaccaggg gatgctctac atcaagggat 2520 
gcaccttcag tcaaactgtc aaaaagccca gaattcccaa aggcattagg tttcccaact 2580 
gctttgtgct gatatcagaa cagcagaaat taaatgtgaa atgtttctga tgacttatgt 2640 
tctacaatct atggacatac gggatttttt ttttcttgct ttgaagctac ctggatattt 2700 
cctatttgaa ataaaattgt tcggtcattg ttgaaaa 2737 

<210> 94 
<211> 2821 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7510734CB1 

<400> 94 

agcgaacagg gaatgacagt tccaccagaa gacgattaag ccacagcctc taattggaac 60 

ggcatttgta cagtcagaga ctcttaccag acatctccag gaatctgtga gccattgtca 120 

aaacgtccat tttcatctgg ctgtgaaagt gaggaccaca acaggtaggt attggtagaa 180 

acaggagtcc tcagagaagc cccaagatgc agcctgaggg agcagaaaag ggaaaaagct 240 

tcaagcagag actggtcttg aagagcagct tagcgaaaga aaccctctct gagttcttgg 300 

gcacgttcat cttgattgtc cttggatgtg gctgtgttgc ccaagctatt ctcagtcgag 360 

gacgttttgg aggggtcatc actatcaatg ttggattttc aatggcagtt gcaatggcca 420 

tttatgtggc tggcggtgtc tctggtggtc acatcaaccc agctgtgtct ttagcaatgt 480 

gtctctttgg acggatgaaa tggttcaaat tgccatttta tgtgggagcc cagttcttgg 540 

gagcctttgt gggggctgca accgtctttg gcatttacta tgatggactt atgtcctttg 600 

ctggtggaaa actgctgatc gtgggagaaa atgcaacagc acacattttt gcaacatacc 660 

cagctccgta tctatctctg gcgaacgcat ttgcagatca aaaacttggg agcccccaga 720 

ggcctagagc ccattgccat cggcctcctg attattgtca ttgcttcctc cctgggactg 780 

aacagtggct gtgccatgaa cccagctcga gacctgagtc ccagactttt cactgccttg 840 

gcaggctggg ggtttgaagt cttcagagct ggaaacaact tctggtggat tcctgtagtg 900 
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ggccctttgg ttggtgctgt cattggaggc 
catccagagc ctgactcagt ctttaaggca 
gaactcagtg tcatcatgta gtggcatgct 
ctcttcagaa agatggcatc taagtgtctg 
cagttttgtc tgctagccat atgggacatc 
gaaacaatga ccacttctct accattgtcc 
tgtcccctga aacagccttc tctcctgccc 
ctaggtaagc actaataact cggcatcttg 
cactatctgt atgaaatggt gtcaccaaaa 
ttctgagtac caaccaaacc ctaaattgaa 
catgaattag ggagctaatg ggttaagctt 
aaatactgat attctccaaa cctagtggtg 
caaggggagg acattgtggc attcagaaac 
aatggaattt ttaatggaaa ccatttatca 
ggacaccaat taatttcctg gtctttagta 
agtcatgaaa aatacatcac tctgtctttt 
ttgagaacag acatttgaca agttatatca 
gccctagaag ccaaaactga aagccactgg 
aggtctccaa aaagatatta ccttattggg 
attatctaat ttaatcctca taatgactat 
agataaagaa acaaaatctt agggaagata 
tgaatgttat ctaatgcatt cctctacctt 
tgccaaatct tccttgctag ccagaagtgg 
tggacaaaat gttcctcaat cttaagatac 
cacttactga gtacagatga aggaaagtgg 
aaaaacatta tgagaaggcc tcccttccta 
ttgcttcctg ccagcaccaa acattacatt 
ccttgaagtt ctctaataga tgttactttt 
caggggatgc tctacatcaa gggatgcacc 
cccaaaggca ttaggtttcc caactgcttt 
gtgaaatgtt tctgatgact tatgttctac 
ttgctttgaa gctacctgga tatttcctat 
a 



ctcatctatg ttcttgtcat tgaaatccac 960 
gaacaatctg aggacaaacc agagaaatat 1020 
cagctctgga tttgcagtca gtttgggatt 1080 
tgttcttgta agcctgaggt ggaatccacc 1140 
taattggaaa agcatctgca taaaagtttg 1200 
cccaccccca ccccccagaa taacgctgac 1260 
tgtttatttc atcctcgatg ggaattcttg 1320 
acgatagtcc catttgggtg gtttcagctg 1380 
cccttttctt cagtatcgac aaagattaca 1440 
agacaaaact atggtttcag tcaacatatt 1500 
ccagttcccg ctatgctact ggatttgtat 1560 
tagggagcaa gagaatgcag ctggaaggca 1620 
tgcaggagac aagatgaatt tgagaagcca 1680 
gattaatctc ttgctctcct gcattttaga 1740 
tataataacc taaaatacca ttgtaacctc 1800 
tagctcaaat gtattttcct aattgcccac 1860 
acgactgtgc ttgtccatta ttttacacat 1920 
atcctggtct agctgaatct tcagagtggg 1980 
cttaacaatt cacaaggcac tttcacaccc 2040 
gtgaggcaaa tgccacattg cccatttttc 2100 
agttgagttg tccaagagca cactgaaagt 2160 
tcagaagatc agtagctggc tgagaatctt 2220 
aattggcagc ttctagaata tgtacacctc 2280 
aaagaccctc attgtctggg tctattccca 2340 
tagcaattta atcataactt tcatttgctg 2400 
agccacctct ggtcttgcta agtcttgatc 2460 
caggggattt cctctggctc agtcttttcc 2520 
gacaaaagat cgcctatgag ttacaagcac 2580 
ttcagtcaaa ctgtcaaaaa gcccagaatt 2640 
gtgctgatat cagaacagca gaaattaaat 2700 
aatctatgga catacgggat tttttttttc 2760 
ttgaaataaa attgttcggt cattgttgaa 2820 

2821 



<210> 95 

<211> 3583 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7503977CB1 



<400> 95 

ctgggcttcg tgccccgacc tggtgtgtca 
cagacctggc tgcaggacct gctgcgtcgt 
gcctggattg tcactggggg tctgcacacg 
cgggaccatc agatggccag cactgggggc 
tggggtgtgg tccggaatag agacaccctc 
taccggtggc gcggtgaccc ggaggacggg 
gccttcttcc tggtggacga cggcacacac 
ttgcgcctgg agtcctacat ctcacagcag 
atccctgtcc tgctcctcct gattgatggt 
gccacccagg ctcagctccc atgtctcctc 
ctggcggaga ccctggaaga cactctggcc 
gcccgagatc gaatcaggcg tttctttccc 



gtgctggggg gatcgggggg ccccgtcctc 60 
gggctggtgc gggctgccca gagcacagga 120 
ggcatcggcc ggcatgttgg tgtggctgta 180 
accaaggtgg tggccatggg tgtggccccc 240 
atcaacccca agggctcgtt ccctgcgagg 300 
gtccagtttc ccctggacta caactactcg 360 
ggctgcctgg ggggcgagaa ccgcttccgc 420 
aagacgggcg tgggagggac tggaattgac 480 
gatgagaaga tgttgacgcg aatagagaac 540 
gtggctggct cagggggagc tgcggactgc 600 
ccagggagtg ggggagccag gcaaggcgaa 660 
aaaggggacc ttgaggtcct gcaggcccag 720 
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gtggagagga ttatgacccg gaaggagctc 
gaggaattcg agaccatagt tttgaaggcc 
cctcatggac gccctgctga atgaccggcc 
cctcagcctg ggccacttcc tgaccccgat 
ctccaactcg ctcatccgca accttttgga 
cccagcccta aaagggggag ctgcggagct 
gatgctgctg gggaagatgt gcgcgccgag 
cccaggccag ggcttcgggg agagcatgta 
ctcgctggat gctggcctcg ggcaggcccc 
gctgaacagg gcacagatgg ccatgtactt 
agctcttggg gcctgtttgc tgctccgggt 
ggcagcacgg aggaaagacc tggcgttcaa 
cgagtgctat cgcagcagtg aggtgagggc 
ctggggggat gccacttgcc tccagctggc 
ccaggatggg gtacagtctc tgctgacaca 
acccatctgg gccctggttc tcgccttctt 
caccttcagg aaatcagaag aggagcccac 
tgtcattaat ggggaagggc ctgtcgggac 
ggtcccgcgc cagtcgggcc gtccgggttg 
cctacgccgc tggttccact tctggggcgc 
cagctacctg ctgttcctgc tgcttttctc 
gccgcccggc tccctggagc tgctgctcta 
actgcgccag ggcctgagcg gaggcggggg 
ccatgcctca ctgagccagc gcctgcgcct 
cctagtggct ctcacctgct tcctcctggg 
ccacctgggc cgcactgtcc tctgcatcga 
catcttcacg gtcaacaaac agctggggcc 
ggacgtgttc ttcttcctct tcttcctcgg 
ggaggggctc ctgaggccac gggacagtga 
ccgtccctac ctgcagatct tcgggcagat 
ggagcacagc aactgctcgt cggagcccgg 
gggcacctgc gtctcccagt atgccaactg 
gctcgtggcc aacatcctgc tggtcaactt 
caaagtacag ggcaacagcg atctctactg 
attccactct cggcccgcgc tggccccgcc 
gctcaggcaa ttgtgcaggc gaccccggag 
tttccgggtt tacctttcta aggaagccga 
taaggagaac tttctgctgg cacgcgctag 
gaagcgcacg tcccagaagg tggacttggc 
cgaacagcgc ctgaaagtgc tggagcggga 
ggtggccgag gccctgagcc gctctgcctt 
cctgcctggg tccaaagact gagccctgct 
gattttgctc ctagagtaag gctcatctgg 
cttgaggtga gccccatgtc catctgggcc 
cttacaaacc acagcatgcc cggctcctcc 
gcctggatcc cgggccgtta tccatctgga 
acagacccct caccactcac agattcctca 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

<210> 96 
<211> 2125 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc^feature 



ctgacagtct attcttctga ggatgggtct 780 
cttgtgaagg tccttccatc tcgaagcttc 840 
tgagttcgtg cgcttgctca tttcccacgg 900 
gcgcctggcc caactctaca gcgcggcgcc 960 
ccaggcgtcc cacagcgcag gcaccaaagc 1020 
ccggccccct gacgtggggc atgtgctgag 1080 
gtacccctcc gggggcgcct gggaccctca 1140 
tctgctctcg gacaaggcca cctcgccgct 1200 
ctggagcgac ctgcttcttt gggcactgtt 1260 
ctgggagatg ggttccaatg cagtttcctc 1320 
gatggcacgc ctggagcctg acgctgagga 1380 
gtttgagggg atgggcgttg acctctttgg 1440 
tgcccgcctc ctcctccgtc gctgcccgct 1500 
catgcaagct gacgcccgtg ccttctttgc 1560 
gaagtggtgg ggagatatgg ccagcactac 1620 
ttgccctcca ctcatctaca cccgcctcat 1680 
acgggaggag ctagagtttg acatggatag 1740 
ggcggaccca gccgagaaga cgccgctggg 1800 
ctgcgggggc cgctgcgggg ggcgccggtg 1860 
gccggtgacc atcttcatgg gcaacgtggt 1920 
gcgggtgctg ctcgtggatt tccagccggc 1980 
tttctgggct ttcacgctgc tgtgcgagga 2040 
cagcctcgcc agcgggggcc ccgggcctgg 2100 
ctacctcgcc gacagctgga accagtgcga 2160 
cgtgggctgc cggctgaccc cgggtttgta 2220 
cttcatggtt ttcacggtgc ggctgcttca 2280 
caagatcgtc atcgtgagca agatgatgaa 2340 
cgtgtggctg gtagcctatg gcgtggccac 2400 
cttcccaagt atcctgcgcc gcgtcttcta 2460 
tccccaggag gacatggacg tggccctcat 2520 
cttctgggca caccctcctg gggcccaggc 2580 
gctggtggtg ctgctcctcg tcatcttcct 2640 
gctcattgcc atgttcagtt acacattcgg 2700 
gaaggcgcag cgttaccgcc tcatccggga 2760 
ctttatcgtc atctcccact tgcgcctcct 2820 
cccccagccg tcctccccgg ccctcgagca 2880 
gcggaagctg ctaacgtggg aatcggtgca 2940 
ggacaagcgg gagagcgact ccgagcgtct 3000 
actgaaacag ctgggacaca tccgcgagta 3060 
ggtccagcag tgtagccgcg tcctggggtg 3120 
gctgccccca ggtgggccgc caccccctga 3180 
ggcggacttc aaggagaagc ccccacaggg 3240 
gcctcggccc ccgcacctgg tggccttgtc 3300 
actgtcagga ccacctttgg gagtgtcatc 3360 
cagaaccagt cccagcctgg gaggatcaag 3420 
ggctgcaggg tccttggggt aacagggacc 3480 
cactggggaa ataaagccat ttcagaggaa 3540 
aaaaaaaaaa aag 3583 
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<223> Incyte ID No: 7505084CB1 
<400> 96 

gagaacttta cgcctggatc tcatctaact gacacagaaa ccctgtaagg atccagaggt 60 
ctcgttcagg accatggaga gcggcaccag cagccctcag cctccacagt tagatcccct 120 
ggatgcgttt ccccagaagg gcttggagcc tggggacatc gcggtgctag ttctgtactt 180 
cctctttgtc ctggctgttg gactatggtc cacagtgaag accaaaagag acacagtgaa 240 
aggctacttc ctggctggag gggacatggt gtggtggcca gtgggtgcat ccttgtttgc 300 
cagcaatgtt ggaagtggac atttcattgg cctggcaggg tcaggtgctg ctacgggcat 360 
ttctgtatca gcttatgaac ttaatggctt gttttctgtg ctgatgttgg cctggatctt 420 
cctacccatc tacattgctg gtcaggtcac cacgatgcca gaatacctac ggaagcgctt 480 
cggtggcatc agaatcccca tcatcctggc tgtactctac ctatttatct acatcttcac 540 
caagatctcg gtagacatgt atgcaggtgc catcttcatc cagcagtctt tgcacctgga 600 
tctgtacctg gccatagttg ggctactggc catcactgct gtatacacgg ttgctggtgg 660 
cctggctgct gtgatctaca cggatgccct gcagacgctg atcatgctta taggagcgct 720 
caccttgatg ggctacagtt tcgccgcggt tggtgggatg gaaggactga aggagaagta 780 
cttcttggcc ctggctagca accggagtga gaacagcagc tgcgggctgc cccgggaaga 840 
tgccttccat attttccgag atccgctgac atctgatctc ccgtggccgg gggtcctatt 900 
tggaatgtcc atcccatccc tctggtactg gtgcacggat caggtgattg tccagcggac 960 
tctggctgcc aagaacctgt cccatgccaa aggaggtgct ctgatggctg catacctgaa 1020 
ggtgctgccc ctcttcataa tggtgttccc tgggatggtc agccgcatcc tcttcccaga 1080 
tcaagtggcc tgtgcagatc cagagatctg ccagaagatc tgcagcaacc cctcaggctg 1140 
ttcggacatc gcgtatccca aactcgtgct ggaactcctg cccacagtgc cagcaccatc 1200 
ttcaccatgg acctctggaa tcacctccgg cctcgggcat ctgagaagga gctcatgatt 1260 
gtgggcaggg tgtttgtgct gctgctggtc ctggtctcca tcctctggat ccctgtggtc 1320 
caggccagcc agggcggcca gctcttcatc tatatccagt ccatcagctc ctacctgcag 1380 
ccgcctgtgg cggtggtctt catcatggga tgtttctgga agaggaccaa tgaaaagggt 1440 
gccttctggg gcctgatctc gggcctgctc ctgggcttgg ttaggctggt cctggacttt 1500 
atttacgtgc agcctcgatg cgaccagcca gatgagcgcc cggtcctggt gaagagcatt 1560 
cactacctct acttctccat gatcctgtcc acggtcaccc tcatcactgt ctccaccgtg 1620 
agctggttca cagagccacc ctccaaggag atggtcagcc acctgacctg gtttactcgt 1680 
cacgaccccg tggtccagaa ggaacaagca ccaccagcag ctcccttgtc tcttaccctc 1740 
tctcagaacg ggatgccaga ggccagcagc agcagcagcg tccagttcga gatggttcaa 1800 
gaaaacacgt ctaaaaccca cagctgtgac atgaccccaa agcagtccaa agtggtgaag 1860 
gccatcctgt ggctctgtgg aatacaggag aagggcaagg aagagctccc ggccagagca 1920 
gaagccatca tagtttccct ggaagaaaac cccttggtga agaccctcct ggacgtcaac 1980 
ctcattttct gcgtgagctg cgccatcttt atctggggct attttgctta gtgtggggtg 2040 
aacccagggg tccaaactct gtttctcttc agtgctccat ttttttaatg aaagaaaaaa 2100 
taataaagct tttgtttacc aaaaa 2125 

<210> 97 

<211> 1517 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7506950CB1 

<400> 97 

gaagaaaaca ccgaattctg cttgccgttt cagagcggcg gtgatgaaga caaaattgaa 60 
catctacaac atgcagttcc tgctttttgt tttcttggtg tgggaccctg ccaggttggt 120 
gctggctaac atccaagaag atgaggctaa aaataacatt accatcttta cgagaattct 180 
tgacagactt ctggatggtt acgataatcg gcttagacca ggactgggag acagtattac 240 
tgaagtcttc actaacatct acgtgaccag ttttggccct gtctcagata cagatatgga 300 
atatacaatt gatgttttct ttcgacaaaa atggaaagat gaacgtttaa aatttaaagg 360 
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tcctatgaat atccttcgac taaacaattt aatggctagc aaaatctgga ctccagatac 420 
cttttttcac aatgggaaaa aatcagtagc tcataatatg acaatgccaa ataagttgct: 480 
tcgaattcag gatgatggga ctctgctgta taccatgagg agtaacaact gtcctaacaa 540 
tgacaactct aagcatcagt gctcggaatt ctctccccaa agtggcttat gcaactgcca 600 
tggactggtt tattgctgtt tgttatgcat ttgtgttctc tgccctaatt gaatttgcaa 660 
ctgttaatta cttcaccaaa agaggatggg cttgggatgg gaagagtgta gtaaatgaca 720 
agaaaaaaga aaaggcttcc gttatgatac agaacaacgc ttatgcagtg gctgttgcca 780 
attatgcccc gaatctttca aaagatccag ttctctccac catctccaag agtgcaacca 840 
cgccagaacc caacaagaag ccagaaaaca agccagctga agcaaagaaa actttcaaca 900 
gtgttagcaa aattgacaga atgtccagaa tagtttttcc agttttgttt ggtaccttta 960 
atttagttta ctgggctaca tatttaaaca gagaacctgt attaggggtc agtccttgaa 1020 
ttgagaccca tgttatcttt gggatgtata gcaacattaa atttggtttg ttttgctatg 1080 
tacagtctga ctaataactg ctaatttgtg atccaacatg tacagtatgt atatagtgac 1140 
atagcttacc agfcagacctt taatggagac atgcatttgc taactcatgg aactgcagac 1200 
agaaagcact ccatgcgaaa acagccattg ccttttttaa agatttaccc taggacctga 1260 
tttaaagtga atttcaaatg acctgattaa tttcctattc ttccaaatga gatgaaaatg 1320 
gggatcctgt acaacccttt gtggacactt ttggtttagc tcttaagtag gggtattttc 1380 
tactgttgcc taatatgatg gaagtaacat tgtcattcta gatgaatctt tgaagtacca 1440 
acattgttct ggaatcagct cggtccagat gctcaaggtc cctgtaatgt attggaagct 1500 
ggtaccctaa gaaaaca 1517 



<210> 98 

<211> 1694 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 7506951CB1 

<400> 98 

gaagaaaaca ccgaattctg cttgccgttt cagagcggcg gtgatgaaga caaaattgaa 60 
catctacaac atgcagttcc tgctttttgt tttcttggtg tgggaccctg ccaggttggt 120 
gctggctaac atccaagaag atgaggctaa aaataacatt accatcttta cgagaattct 180 
tgacagactt ctggatggtt acgataatcg gcttagacca ggactgggag acagtattac 240 
tgaagtcttc actaacatct acgtgaccag ttttggccct gtctcagata cagatatgga 300 
atatacaatt gatgttttct ttcgacaaaa atggaaagat gaacgtttaa aatttaaagg 360 
tcctatgaat atccttcgac taaacaattt aatggctagc aaaatctgga ctccagatac 420 
cttttttcac aatgggaaga aatcagtagc tcataatatg acaatgccaa ataagttgct 480 
tcgaattcag gatgatggga ctctgctgta taccatgagg cttacagttc aagctgaatg 540 
cccaatgcac ttggaggatt tcccaatgga tgctcattca tgtcctctga aatttggcag 600 
ctatgcatat acaacttcag aggtcactta tatttggact tacaatgcat ctgattcagt 660 
acaggttgct cctgatggct ctaggttaaa tcaatatgac ctgctgggcc aatcaatcgg 720 
aaaggagaca attaaatcca gtacaggtga atatactgta atgacagctc atttccacct 780 
gaaaagaaaa attgggtatt ttgtgattca aacctatctg ccttgcatca tgactgtcat 840 
tctctcccaa gtttcattct ggcttaacag agaatctgtg cctgcaagaa ctgtgtttga 900 
aaaaagaaaa ggcttccgtt atgatacaga acaacgctta tgcagtggct gttgccaatt 960 
atgccccgaa tctttcaaaa gatccagttc tctccaccat ctccaagagt gcaaccacgc 1020 
cagaacccaa caagaagcca gaaaacaagc cagctgaagc aaagaaaact ttcaacagtg 1080 
ttagcaaaat tgacagaatg tccagaatag tttttccagt tttgtttggt acctttaatt 1140 
tagtttactg ggctacatat ttaaacagag aacctgtatt aggggtcagt ccttgaattg 1200 
agacccatgt tatctttggg atgtatagca acattaaatt tggtttgttt tgctatgtac 1260 
agtctgacta ataactgcta atttgtgatc caacatgtac agtatgtata tagtgacata 1320 
gcttaccagt agacctttaa tggagacatg catttgctaa ctcatggaac tgcagacaga 1380 
aagcactcca tgcgaaaaca gccattgcct tttttaaaga tttaccctag gacctgattt 1440 
aaagtgaatt tcaaatgacc tgattaattt cctattcttc caaatgagat gaaaatgggg 1500 



97/115 



wo 03/083085 



PCT/US03/09797 



atcctgtaca accctttgtg gacacttttg 
tgttgcctaa tatgatggaa gtaacattgt 
ttgttctgga atcagctcgg tccagatgct 
accctaagaa aaca 



gtttagctct taagtagggg tattttctac 1560 
cattctagat gaatctttga agtaccaaca 1620 
caaggtccct gtaatgtatt ggaagctggt 1680 

1694 



<210> 99 

<211> 1102 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7506954CB1 



<400> 99 

ctctctctct ctctctctct ctctctctct 
tcaagatcag ggcaaaagaa gaaaacaccg 
atgaagacaa aattgaacat ctacaacatg 
gaccctgcca ggttggtgct ggctaacatc 
atctttacga gaattcttga cagacttctg 
ctgggagaaa aaagaaaagg cttccgttat 
tgccaattat gccccgaatc tttcaaaaga 
aaccacgcca gaacccaaca agaagccaga 
caacagtgtt agcaaaattg acagaatgtc 
ctttaattta gtttactggg ctacatattt 
ttgaattgag acccatgtta tctttgggat 
ctatgtacag tctgactaat aactgctaat 
gtgacatagc ttaccagtag acctttaatg 
cagacagaaa gcactccatg cgaaaacagc 
cctgatttaa agtgaatttc aaatgacctg 
aaatggggat cctgtacaac cctttgtgga 
ttttctactg ttgcctaata tgatggaagt 
taccaacatt gttctggaat cagctcggtc 
aagctggtac cctaagaaaa ca 



ctctctctct ctcccaagtt tcctatctcg 60 
aattctgctt gccgtttcag agcggcggtg 120 
cagttcctgc tttttgtttt cttggtgtgg 180 
caagaagatg aggctaaaaa taacattacc 240 
gatggttacg ataatcggct tagaccagga 300 
gatacagaac aacgcttatg cagtggctgt 360 
tccagttctc tccaccatct ccaagagtgc 420 
aaacaagcca gctgaagcaa agaaaacttt 480 
cagaatagtt tttccagttt tgtttggtac 540 
aaacagagaa cctgtattag gggtcagtcc 600 
gtatagcaac attaaatttg gtttgttttg 660 
ttgtgatcca acatgtacag tatgtatata 720 
gagacatgca tttgctaact catggaactg 780 
cattgccttt tttaaagatt taccctagga 840 
attaatttcc tattcttcca aatgagatga 900 
cacttttggt ttagctctta agtaggggta 960 
aacattgtca ttctagatga atctttgaag 1020 
cagatgctca aggtccctgt aatgtattgg 1080 

1102 



<210> 100 

<211> 1744 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7506956CB1 



<400> 100 

gaagaaaaca ccgaattctg cttgccgttt 
catctacaac atgcagttcc tgctttttgt 
gctggctaac atccaagaag atgaggctaa 
tgacagactt ctggatggtt acgataatcg 
tgaagtcttc actaacatct acgtgaccag 
atatacaatt gatgttttct ttcgacaaaa 
tcctatgaat atccttcgac taaacaattt 
cttttttcac aatgggaaga aatcagtagc 
tcgaattcag gatgatggga ctctgctgta 
cccaatgcac ttggaggatt tcccaatgga 
ctatgcatat acaacttcag aggtcactta 



cagagcggcg gtgatgaaga caaaattgaa 60 
tttcttggtg tgggaccctg ccaggttggt 120 
aaataacatt accatcttta cgagaattct 180 
gcttagacca ggactgggag acagtattac 240 
ttttggccct gtctcagata cagatatgga 300 
atggaaagat gaacgtttaa aatttaaagg 3 60 
aatggctagc aaaatctgga ctccagatac 420 
tcataatatg acaatgccaa ataagttgct 480 
taccatgagg cttacagttc aagctgaatg 540 
tgctcattca tgtcctctga aatttggcag 600 
tatttggact tacaatgcat ctgattcagt 660 



98/115 



wo 03/083085 



PCT/US03/09797 



acaggttgct cctgatggct ctaggttaaa 
aaaggagaca attaaatcca gtacaggagt: 
catcagtgct cggaattctc tccccaaagt 
tgctgtttgt tatgcatttg tgttctctgc 
caccaaaaga ggatgggctt gggatgggaa 
ggcttccgtt atgatacaga acaacgctta 
tctttcaaaa gatccagttc tctccaccat 
caagaagcca gaaaacaagc cagctgaagc 
tgacagaatg tccagaatag tttttccagt 
ggctacatat ttaaacagag aacctgtatt 
tatctttggg atgtatagca acattaaatt 
ataactgcta atttgtgatc caacatgtac 
agacctttaa tggagacatg catttgctaa 
tgcgaaaaca gccattgcct tttttaaaga 
tcaaatgacc tgattaattt cctattcttc 
accctttgtg gacacttttg gtttagctct 
tatgatggaa gtaacattgt cattctagat 
atcagctcgg tccagatgct caaggtccct 
aaca 



tcaatatgac ctgctgggcc aatcaatcgg 720 
aacaactgtc ctaacaatga caactctaag 780 
ggcttatgca actgccatgg actggtttat 840 
cctaattgaa tttgcaactg ttaattactt 900 
gagtgtagta aatgacaaga aaaaagaaaa 960 
tgcagtggct gttgccaatt atgccccgaa 1020 
ctccaagagt gcaaccacgc cagaacccaa 1080 
aaagaaaact ttcaacagtg ttagcaaaat 1140 
tttgtttggt acctttaatt tagtttactg 1200 
aggggtcagt ccttgaattg agacccatgt 1260 
tggtttgttt tgctatgtac agtctgacta 1320 
agtatgtata tagtgacata gcttaccagt 1380 
ctcatggaac tgcagacaga aagcactcca 1440 
tttaccctag gacctgattt aaagtgaatt 1500 
caaatgagat gaaaatgggg atcctgtaca 1560 
taagtagggg tattttctac tgttgcctaa 1620 
gaatctttga agtaccaaca ttgttctgga 1680 
gtaatgtatt ggaagctggt accctaagaa 1740 

1744 



<210> 101 

<211> 1753 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7506959CB1 

<400> 101 

gaagaaaaca ccgaattctg cttgccgttt 
catctacaac atgcagttcc tgctttttgt 
gctggctaac atccaagaag atgaggctaa 
tgacagactt ctggatggtt acgataatcg 
tgaagtcttc actaacatct acgtgaccag 
atatacaatt gatgttttct ttcgacaaaa 
tcctatgaat atccttcgac taaacaattt 
ctfcttttcac aatgggaaga aatcagtagc 
tcgaattcag gatgatggga ctctgctgta 
cccaatgcac ttggaggatt tcccaatgga 
ctgtgaatat actgtaatga cagctcattt 
gat:tcaaacc tatctgcctt gcatcatgac 
taacagagaa tctgtgcctg caagaactgt 
aactctaagc atcagtgctc ggaattctct 
ctggtttatt gctgtttgtt atgcatttgt 
taattacttc accaaaagag gatgggcttg 
aaaagaaaag gcttccgtta tgatacagaa 
tgccccgaat ctttcaaaag atccagttct 
agaacccaac aagaagccag aaaacaagcc 
tagcaaaatt gacagaatgt ccagaatagt 
agtttactgg gctacatatt taaacagaga 
gacccatgtt atctttggga tgtatagcaa 
gtctgactaa taactgctaa tttgtgatcc 
cttaccagta gacctttaat ggagacatgc 
agcactccat gcgaaaacag ccattgcctt 
aagtgaattt caaatgacct: gattaatttc 



cagagcggcg gtgatgaaga caaaattgaa 60 
tttcttggtg tgggaccctg ccaggttggt 120 
aaataacatt accatcttta cgagaattct 180 
gcttagacca ggactgggag acagtattac 240 
ttttggccct gtctcagata cagatatgga 300 
atggaaagat gaacgtttaa aatttaaagg 360 
aatggctagc aaaatctgga ctccagatac 420 
tcataatatg acaatgccaa ataagttgct 480 
taccatgagg cttacagttc aagctgaatg 540 
tgctcattca tgtcctctga aatttggcag 600 
ccacctgaaa agaaaaattg ggtattttgt 660 
tgtcattctc tcccaagttt cattctggct 720 
gtttggagta acaactgtcc taacaatgac 780 
ccccaaagtg gcttatgcaa ctgccatgga 840 
gttctctgcc ctaattgaat ttgcaactgt 900 
ggatgggaag agtgtagtaa atgacaagaa 960 
caacgcttat gcagtggctg ttgccaatta 1020 
ctccaccatc tccaagagtg caaccacgcc 1080 
agctgaagca aagaaaactt tcaacagtgt 1140 
ttttccagtt ttgtttggta cctttaattt 1200 
acctgtatta ggggtcagtc cttgaattga 1260 
cattaaattt ggtttgtttt gctatgtaca 1320 
aacatgtaca gtatgtatat agtgacatag 1380 
atttgctaac tcatggaact gcagacagaa 1440 
ttttaaagat ttaccctagg acctgattta 1500 
ctattcttcc aaatgagatg aaaatigggga 1560 
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tcctgtacaa ccctttgtgg acacttttgg 
gttgcctaat atgatggaag taacattgtc 
tgttctggaa tcagctcggt ccagatgctc 
ccctaagaaa aca 



tttagctctt aagtaggggt attttctact 1620 
attctagatg aatctttgaa gtaccaacat 1680 
aaggtccctg taatgtattg gaagctggta 1740 

1753 



<210> 102 
<211> 1609 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 75069 60CB1 



<400> 102 

ctctctctct ctctctctct cfcctctctct 
tcaagatcag ggcaaaagaa gaaaacaccg 
atgaagacaa aattgaacat ctacaacatg 
gaccctgcca ggttggtgct ggctaacatc 
atctttacga gaattcttga cagacttctg 
ctgggaggaa tatacaattg atgttttctt 
atttaaaggt cctatgaata tccttcgact 
tccagatacc ttttttcaca atgggaagaa 
taagttgctt cgaattcagg atgatgggac 
agctgaatgc ccaatgcact tggaggattt 
atttggcagc tgagtaacaa ctgtcctaac 
ttctctcccc aaagtggctt atgcaactgc 
atttgtgttc tctgccctaa ttgaatttgc 
ggcttgggat gggaagagtg tagtaaatga 
acagaacaac gcttatgcag tggctgttgc 
agttctctcc accatctcca agagtgcaac 
caagccagct gaagcaaaga aaactttcaa 
aatagttttt ccagttttgt ttggtacctt 
cagagaacct gtattagggg tcagtccttg 
tagcaacatt aaatttggtt tgttttgcta 
tgatccaaca tgtacagtat gtatatagtg 
acatgcattt gctaactcat ggaactgcag 
tgcctttttt aaagatttac cctaggacct 
aatttcctat tcttccaaat gagatgaaaa 
ttttggttta gctcttaagt aggggtattt 
attgtcattc tagatgaatc tttgaagtac 
atgctcaagg tccctgtaat gtattggaag 



ctctctctct ctcccaagtt tcctatctcg 60 
aattctgctt gccgtttcag agcggcggtg 120 
cagttcctgc tttttgtttt cttggtgtgg 180 
caagaagatg aggctaaaaa taacattacc 240 
gatggttacg ataatcggct tagaccagga 300 
tcgacaaaaa tggaaagatg aacgtttaaa 3 60 
aaacaattta atggctagca aaatctggac 420 
atcagtagct cataatatga caatgccaaa 480 
tctgctgtat accatgaggc ttacagttca 540 
cccaatggat gctcattcat gtcctctgaa 600 
aatgacaact ctaagcatca gtgctcggaa 660 
catggactgg tttattgctg fcttgttatgc 720 
aactgttaat tacttcacca aaagaggatg 780 
caagaaaa^aa gaaaaggctt ccgttatgat 840 
caattatgcc ccgaatcttt caaaagatcc 900 
cacgccagaa cccaacaaga agccagaaaa 960 
cagtgttagc aaaattgaca gaatgtccag 1020 
taatttagtt tactgggcta catatttaaa 1080 
aattgagacc catgttatct ttgggatgta 1140 
tgtacagtct gactaataac tgctaatttg 1200 
acatagctta ccagtagacc tttaatggag 1260 
acagaaagca ctccatgcga aaacagccat 1320 
gatttaaagt gaatttcaaa tgacctgatt 1380 
tggggatcct gtacaaccct ttgtggacac 1440 
tctactgttg cctaatatga tggaagtaac 1500 
caacattgtt ctggaatcag ctcggtccag 1560 
ctggtaccct aagaaaaca 1609 



<210> 103 
<211> 1930 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc„feature 

<223> Incyte ID No: 7510540CB1 



<400> 103 

attgacagga ctcccaacta gtacaatgac 
cactgtcatc actgctgtgc tgggttcctt 
tgcacctcaa cagaatcaaa gccatgttag 



agaagataag gtcactggga ccctggtttt 60 
ccagtttgga tatgacattg gtgtgatcaa 120 
tagcaaacat tctgtcatta gttggagctc 180 
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tcttgatggg gttttcaaaa ttgggaccat 
tatcaggact atattgtggg ctaatttcag 
ctccaaccgc tctcagggga gcacttggca 
ttcttattag tcagattatt ggtcttgaat 
tcctgcttgg cctgtctggt gtgcgagcca 
cagaaagccc cagatacctt tacatcaagt 
tgaaaagact cagaggatat gatgatgtca 
gagaagaagc atcgagtgag cagaaagtct 
accgacagcc tattctagtg gcactgatgc 
atggcatttt ttactactca accagcattt 
atgcaaccat tggagttggc gctgtaaaca 
tggagaaggc agggcgacgt tctctctttc 
ccatcttcat gtcagtggga cttgtgctgc 
gcatgatagc catcttcctc tttgtcagct 
ggttcatggt ggctgagttt ttcagtcaag 
cattcagcaa ttggacctgc aatttcattg 
tctgtggacc ttatgtgttt ttcctctttg 
cattttttaa agttccagaa accaaaggaa 
aaaagaagag tggctcagcc cacaggccaa 
ctacagagac tgtgtaaaaa aaaaaccctg 
accgtctgtt tttaaatgat gattccttga 
tttattttta tgtgctctca tcagaaatgt 
aagttagaga atatattttt gatggtaaga 
tattttgtta cactaaaggg caggtggttc 
ggttcttcta aaattgaaga gatttcaaca 
tgaggatgca acaaatattt atatatttga 
atatcttatg ttaaaggaga tatggctagt 
tcttccattt attgcactca gcttttttct 
ttttactttt gttctgtatt ttcatgtgga 
atagagaaaa 

<210> 104 

<211> 1205 

<212> DNA 

<213> Homo sapiens 



ctcatatact tataattgct ggaagaagca 240 
gcctggttcc tatgtatatc ggtgaaattg 300 
cttttcatca gctggccatc gtcacgggca 360 
ttatcttggg caattatgat ctgtggcaca 420 
tccttcagtc tctgctactc tttttctgtc 480 
tagatgagga agtcaaagca aaacaaagct 540 
ccaaagatat taatgaaatg agaaaagaaa 600 
ctataattca gctcttcacc aattccagct 660 
tgcatgtggc tcagcaattt tccggaatca 720 
ttcagacggc tggtatcagc aaacctgttt 780 
tggttttcac tgctgtctct gtattccttg 840 
taattggaat gagtgggatg tttgtttgtg 900 
tgaataagtt ctcttggatg agttatgtga 960 
tctttgaaat tgggccaggc ccgatcccct 1020 
gaccacgtcc tgctgcttta gcaatagctg 1080 
tagctctgtg tttccagtac attgcggact 1140 
ctggagtgct cctggccttt accctgttta 1200 
agtcttttga ggaaattgct gcagaattcc 1260 
aagctgctgt agaaatgaaa ttcctaggag 1320 
ctttttgaca tgaacagaaa caataaggga 1380 
gcattttata tccacatctt taagtattgt 1440 
catcaaatat taccaaaaaa gtattttttt 1500 
ctgtaattaa gtaaaccaaa aaggctagtt 1560 
taatattttt agctctgttc tttataacaa 1620 
tatcattttt ttaacacata actagaaacc 1680 
atatcattaa attggaattt tcttacccat 1740 
ggcaataagt tccatgttaa aatagacaac 1800 
tgagtactag aatttgtatt ttgcttaaaa 1860 
atggattata gagtatacta aaaaatgtct 1920 

1930 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7510545CB1 



<400> 104 

cttggcggag gcgaggaggc cgcggggacg 
atggagaacg cgcacaccaa gacggtggag 
agtgaatctg tctctgtcat caagcacact 
caagataaaa agaacatgct gttttctgtg 
ctgcctgcag tcatcaccac ctgcctggct 
gccattgttc gaagcctccc gtctgtggaa 
gacaagactg gtacacttac aacaaaccag 
agagtggaag atcacaccgc tgaacgtgac 
gcccgtgatt ctcatggatg agacgctcaa 
taaagagtgt gtgcagcctg ccaccaaatc 
ttcctggccg tttgtgctgc tcataatgcc 
taactttagc gatatgttct ggtcttgact 
taatcaatta atttttttat tgtttaaagc 
aacatactgg ctggtgatgg aggtttcata 
cagtggggca agattttcct tttttataca 



ggaggcgagg ccggccgggc ccccgaagcc 60 
gaggtgctgg gccacttcgg cgtcaacgag 120 
gatcccgtcc ctgacccacg agctgtcaac 180 
gccctggctg tagcagccat tcctgaaggt 240 
cttggaactc gcagaatggc aaagaaaaat 300 
acccttggtt gtacttctgt tatctgctca 360 
atgtcagtct gcaggatgtt cattctggac 420 
ccagtggctg atggtgctga aaatctcctt 480 
gtttgtggcc cgcaactacc tggaacctgg 540 
ctgctcgttc tcggcatgca ccgatgggat 600 
cctggtgatc tgggtctata gcacagacac 660 
gacagttttc cataaagaag atgtttaact 720 
aactgtctat ttctgctgaa ttttcacatg 780 
ctctagattt tgttttgctt tttctgactc 840 
cataattaaa gtgtccattg acatgtacag 900 
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agaactaaca ctattttatg caaatatttt 
tgtttaatac tcatccttgt ataaaaaaaa 
taattggcag cagattttag gaaatgaatg 
atgtattgtg tcttttgcat gatgatccgg 
ttcataagcc attttcgcac ggcagagtct 
cactg 



PCT/US03/09797 

tttgtagatg aaaaagcatg tacagtgttc 960 
tagttgagcc agcagacatt gtcagcaaat 1020 
tgtgtggttt tttttctaaa actaaatagc 1080 
atttaatttg atatcacagt ctaattttta 1140 
gcactcatca gatgtttggt gcactcgcac 1200 

1205 



<210> 105 

<211> 1790 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7510654CB1 

<400> 105 

cggcggttca ggcgccagag ctggccgatc ggcgttggcc gccgacatga cgcccgagga 60 
cccagaggaa acccagccgc ttctggggcc tcctggcggc agcgcgcccc gcggccgccg 120 
cgtcttcctc gccgccttcg ccgctgccct gggcccactc agcttcggct tcgcgctcgg 180 
ctacagctcc ccggccatcc ctagcctgca gcgcgccgcg cccccggccc cgcgcctgga 240 
cgacgccgcc gcctcctggt tcggggctgt cgtgaccctg ggtgccgcgg cggggggagt 300 
gctgggcggc tggctggtgg accgcgccgg gcgcaagctg agcctcttgc tgtgctccgt 360 
gcccttcgtg gccggctttg ccgtcatcac cgcggcccag gacgtgtgga tgctgctggg 420 
gggccgcctc ctcaccggcc tggcctgcgg tgttgcctcc ctagtggccc cggtctacat 480 
ctccgaaatc gcctacccag cagtccgggg gttgctcggc tcctgtgtgc agctaatggt 540 
cgtcgtcggc atcctcctgg cctacctggc aggctgggtg ctggagtggc gctggctggc 600 
tgtgctgggc tgcgtgcccc cctccctcat gctgcttctc atgtgcttca tgcccgagac 660 
cccgcgcttc ctgctgactc agcacaggcg ccaggaggcc atggccgccc tgcggttcct 720 
gtggggctcc gagcagggct gggaagaccc ccccatcggg gctgagcaga gctttcacct 780 
ggccctgctg cggcagcccg gcatctacaa gcccttcatc atcggcgtct ccctgatggc 840 
cttccagcag ctgtcggggg tcaacgccgt: catgttctat gcagagacca tctttgaaga 900 
ggccaagttc aaggacagca gcctggcctc ggtcgtcgtg ggtgtcatcc aggtgctgtt 960 
cacagctgtg gcggctctca tcatggacag agcagggcgg aggctgctcc tggtcttgtc 1020 
aggaggtcct caggccctat ggagccttct ggcttgcctc cgctttctgc atcttcagtg 1080 
tccttttcac tttgttctgt gtccctgaaa ctaaaggaaa gactctggaa caaatcacag 1140 
cccattttga ggggcgatga cagccactca ctaggggatg gagcaagcct gtgactccaa 1200 
gctgggccca agcccagagc ccctgcctgc cccaggggag ccagaatcca gccccttgga 1260 
gccttggtct gcagggtccc tccttcctgt catgctccct ccagcccatg acccggggct 1320 
aggaggctca ctgcctcctg ttccagctcc tgctgctgct ctgaggactc aggaacacct 1380 
tcgagctttg cagacctgcg gtcagccctc catgcgcaag actaaagcag cggaagagga 1440 
ggtgggcctc taggatcttt gtcttctggc tggaggtgct tttggaggtt gggtgctggg 1500 
cattcagtcg ctcctctcac gcggctgcct tatcgggaag gaaatttgtt tgccaaataa 1560 
agactgacac agaaaatcag gtcagtgtct ctgggctttg tgcaagctca gtttgaaaag 1620 
ggtttattcc catcactgcc caggacaccc tgtggcttta cttgctcatg gtcagccaag 1680 
cttacccttc acactgagaa gtcatttctg gctacttcct tgggctcagt tccctgggtc 1740 
atcagccatc aaatcttgtt gagtttaaaa aataaacagc aaaaaaaaaa 1790 

<210> 106 
<211> 3824 
<212> DMA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7510660CB1 
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<400> 106 

gccagcctgt tctgttgccc tggctcttcc 
cttaccggaa gtaaaacttc ggaagtgagg 
taggaaagat ggcggcagcg gcggcggtgg 
gcggggtccg gcctgacggg cagcccaagc 
ccgggccggc gctcatagcg aacggtgacg 
ggttggcgct gttgcggcgc ctcacggtgc 
ggttgggtgc cgcagccgct ggctgctggg 
aagctgcgct gctcgtgctt gccaccatct 
ggcattggtc tgtgcacgcg cattgcgcgc 
aagcgacctt tgtgaaggtg gtgccaaccc 
tgcaccgcaa tgagggcgaa gacgggcttg 
agtattccta cgatgccctg gagaagaagc 
acgccttctc atactatcag agcaacagag 
ctgagaagaa atttgggagc aacaaggccg 
tcaaggagag agccacagcc cccttctttg 
gcctggatga gtactggtac tacagcgtct 
cctcgctggt gcagcagcag atgcggaaca 
cccacatgat ccaggtctac cgaagccgca 
taccagggga catcgtctcc atcggccgct 
tgcttctgct gcgaggccgc tgcatcgtag 
cacagatgaa ggagcccatc gaagacctca 
attcccggct gcacgtcatc ttcgggggca 
aagccaccac gggcctgaag ccggttgaca 
gattcaacac atcccagggc aagctgctgc 
ctgcgaacaa cctggagacc ttcatcttca 
cagctgccta tgtatggatt gaaggtacca 
ttctggagtg caccctgatc ctcacctcgg 
ccctggccgt caacacctcc ctcatcgccc 
ccttccggat cccctttgct ggcaaggtcg 
tgaccagtga cagcctggtg gtgcgcggtg 
ccccagtgtc cagcatccct gtagaaacac 
tgcagctgga cgacggcacc ctcgtgggtg 
tggactggac gctgaccaaa gatgagaaag 
tgaaaattca ccagcgcttt cattttgcca 
cgtatgagaa gctgggctcc accgacctct 
aaactctgca ctccatgttc tcccagtgcc 
tctcccggga aggagcccgc gtcctggcgc 
accagcaggt ggtcatgatc acgggagaca 
agctgcactt cattgaaaag gcccacacgc 
ggcagtgcga gtggcgctcc attgacggca 
caaaggcact ggccctggag tacgcactgt 
aggccaccga cccccagcag ctgctccgcc 
tggctcccaa gcagaaggag tttgtcatca 
tcatgtgtgg ggatggcacc aacgacgtgg 
cgctcttggc caatgcccct gagcgggttg 
caaccctgag caacagtggc atcagagcca 
tccctccctc cgaggagcag ccaacctccc 
acctcgagga cgagagtacg cccattgtga 
tcacctccaa gctctcatcc atccagtgca 
cgctggtgac cacgctacag atgttcaaga 
acagccagag cgtcctctac ctggagggag 
aggggctgct gctggccggc tgcttcctct 
tctcccgaga acggcccctg cccaacatct 
tccagttctt tgtgcacttc ctgagccttg 
gccccgagaa gcaggagcag ttcgtggact 



tagtccaggc tgccatggcg gcgctcaggg 60 
cgttcctctg cccggaagtg agcgcggcgc 120 
gcaacgcggt gccctgcggg gcccggcctt 180 
ccgggccgca gccgcgcgcg ctccttgccg 240 
agctggtggc tgccgtgtgg ccgtaccggc 300 
tgccattcgc cgggctgctt tacccggcct 360 
gctggggcag cagttgggtg cagatccccg 420 
gcctcgcgca cgcgctcact gtcctctcgg 480 
tcacctgcac cccggagtac gaccccagca 540 
ccaacaatgg ctccacggag ctcgtggccc 600 
aggtgctgtc cttcgaattc cagaagatca 660 
agtttctccc cgtggccttt cctgtgggaa 720 
gcttccagga agactcagag atccgagcag 780 
agatggtggt gcctgacttc tcggagcttt 840 
tatttcaggt gttctgtgtg gggctctggt 900 
ttacgctatc catgctggtg gcgttcgagg 960 
tgtcggagat ccggaagatg ggcaacaagc 1020 
agtggaggcc cattgccagt gatgagatcg 1080 
ccccacagga gaacctggtg ccatgtgacg 1140 
acgaggccat gctcacgggg gagtccgtgc 1200 
gcccagaccg ggtgctggac ctccaggctg 1260 
ccaaggtggt gcagcacatc cccccacaga 1320 
gcgggtgcgt ggcctacgtc ctgcggaccg 13 80 
gcaccatcct cttcggggtc aagagggtga 1440 
tcctcttcct cctggtgttt gccatcgctg 1500 
aggaccccag ccggaaccgc tacaagctgt 1560 
tcgtgcctcc tgagctgccc atcgagctgt 1620 
tggccaagct ctacatgtac tgcacagagc 1680 
aggtgtgctg ctttgacaag acggggacgt 1740 
tggccgggct gagagacggg aaggaggtga 1800 
accgggccct ggcctcgtgc cactcgctca 1860 
accctctaga gaaggccatg ctgacggccg 1920 
tattcccccg aagtattaaa actcaggggc 1980 
gtgccctgaa gcgaatgtcc gtgcttgcct 2040 
gctacatcgc ggccgtgaag ggggcccccg 2100 
cgcccgacta ccaccacatc cacaccgaga 2160 
tggggtacaa ggagctggga cacctcactc 2220 
acccgctcac tgcatgccac gtggcccagg 2280 
tgatcctgca gcctccctcc gagaaaggcc 2340 
gcatcgtgct gcccctggcc cggggctccc 2400 
gcctcacagg cgacggcttg gcccacctgc 2460 
tcatccccca tgtgcaggtg ttcgcccgtg 2520 
ccagcctgaa ggagctgggc tacgtgaccc 2580 
gcgccctgaa gcatgctgac gtgggtgtgg 2640 
tcgagcggcg acggcggccc cgggacagcc 2700 
cctccaggac agccaagcag cggtcggggc 2760 
agagggaccg cctgagccag gtgctgcgag 2820 
aactggggga tgccagcatc gcagcaccct 2880 
tctgccacgt gatcaagcag ggccgctgca 2940 
tcctggcgct caatgccctc atcctggcct 3 000 
tcaagttcag tgacttccag gccaccctac 3060 
tcatctcccg ttccaagccc ctcaagaccc 3120 
tcaacctgta caccatcctc accgtcatgc 3180 
tctacctgta ccgtgaggcc caggcccgga 3240 
tgtacaagga gtttgagcca agcctggtca 3300 
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acagcaccgt ctacatcatg gccatggcca tgcagatggc caccttcgcc atcaattaca 3360 
aaggcccgcc cttcatggag agcctgcccg agaacaagcc cctggtgtgg agtctggcag 3420 
tttcactcct ggccatcatt ggcctgctcc tcggctcctc gcccgacttc aacagccagt 3480 
ttggcctcgt ggacatccct gtggaggtcc tgctcctgga cttctgcctg gcgctcctgg 3540 
ccgaccgcgt cctgcagttc ttcctgggga ccccgaagct gaaagtgcct tcctgagatg 3600 
gcagtgctgg tacccactgc ccaccctggc tgccgctggg cgggaacccc aacagggccc 3 660 
cgggagggaa ccctgccccc aaccccccac agcaaggctg tacagtctcg cccttggaag 3720 
actgagctgg gacccccaca gccatccgct ggcttggcca gcagaaccag ccccaagcca 3780 
gcacctttgg taaataaagc agcatctgag attttaaaaa aaaa 3824 

<210> 107 

<211> 3770 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc^feature 

<223> Incyte ID No: 7510661CB1 

<400> 107 

gccagcctgt tctgttgccc tggctcttcc tagtccaggc tgccatggcg gcgctcaggg 60 
cttaccggaa gtaaaacttc ggaagtgagg cgttcctctg cccggaagtg agcgcggcgc 120 
taggaaagat ggcggcagcg gcggcggtgg gcaacgcggt gccctgcggg gcccggcctt 180 
gcggggtccg gcctgacggg cagcccaagc ccgggccgca gccgcgcgcg ctccttgccg 240 
ccgggccggc gctcatagcg aacggtgacg agctggtggc tgccgtgtgg ccgtaccggc 300 
ggttggcgct gttgcggcgc ctcacggtgc tgccattcgc cgggctgctt tacccggcct 360 
ggttgggtgc cgcagccgct ggctgctggg gctggggcag cagttgggtg cagatccccg 420 
aagctgcgct gctcgtgctt gccaccatct gcctcgcgca cgcgctcact gtcctctcgg 480 
ggcattggtc tgtgcacgcg cattgcgcgc tcacctgcac cccggagtac gaccccagca 540 • 
aagcgacctt tgtgaaggtg gtgccaaccc ccaacaatgg ctccacggag ctcgtggccc 600 
tgcaccgcaa tgagggcgaa gacgggcttg aggtgctgtc cttcgaattc cagaagatca 660 
agtattccta cgatgccctg gagaagaagc agtttctccc cgtggccttt cctgtgggaa 720 
acgccttctc atactatcag agcaacagag gcttccagga agactcagag atccgagcag 780 
ctgagaagaa atttgggagc aacaaggccg agatggtggt gcctgacttc tcggagcttt 840 
tcaaggagag agccacagcc cccttctttg tatttcaggt gttctgtgtg gggctctggt 9 00 
gcctggatga gtactggtac tacagcgtct ttacgctatc catgctggtg gcgttcgagg 960 
cctcgctggt gcagcagcag atgcggaaca tgtcggagat ccggaagatg ggcaacaagc 1020 
cccacatgat ccaggtctac cgaagccgca agtggaggcc cattgccagt gatgagatcg 1080 
taccagggga catcgtctcc atcggccgct ccccacagga gaacctggtg ccatgtgacg 1140 
tgcttctgct gcgaggccgc tgcatcgtag acgaggccat gctcacgggg gagtccgtgc 12 00 
cacagatgaa ggagcccatc gaagacctca gcccagaccg ggtgctggac ctccaggctg 1260 
attcccggct gcacgtcatc ttcgggggca ccaaggtggt gcagcacatc cccccacaga 1320 
aagccaccac gggcctgaag ccggttgaca gcgggtgcgt ggcctacgtc ctgcggaccg 1380 
gattcaacac atcccagggc aagctgctgc gcaccatcct cttcggggtc aagagggtga 1440 
ctgcgaacaa cctggagacc ttcatcttca tcctcttcct cctggtgttt gccatcgctg 1500 
cagctgccta tgtatggatt gaaggtacca aggaccccag ccggaaccgc tacaagctgt 1560 
ttctggagtg caccctgatc ctcacctcgg tcgtgcctcc tgagctgccc atcgagctgt 1620 
ccctggccgt caacacctcc ctcatcgccc tggccaagct ctacatgtac tgcacagagc 1680 
ccttccggat cccctttgct ggcaaggtcg aggtgtgctg ctttgacaag acggggacgt 1740 
tgaccagtga cagcctggtg gtgcgcggtg tggccgggct gagagacggg aaggaggtga 1800 
ccccagtgtc cagcatccct gtagaaacac accgggccct ggcctcgtgc cactcgctca 1860 
tgcagctgga cgacggcacc ctcgtgggtg accctctaga gaaggccatg ctgacggccg 1920 
tggactggac gctgaccaaa gtgccctgaa gcgaatgtcc gtgcttgcct cgtatgagaa 1980 
gctgggctcc accgacctct gctacatcgc ggccgtgaag ggggcccccg aaactctgca 2040 
ctccatgttc tcccagtgcc cgcccgacta ccaccacatc cacaccgaga tctcccggga 2100 
aggagcccgc gtcctggcgc tggggtacaa ggagctggga cacctcactc accagcaggt 2160 
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ggtcatgatc acgggagaca acccgctcac 
cattgaaaag gcccacacgc tgatcctgca 
gtggcgctcc attgacggca gcatcgtgct 
ggccctggag tacgcactgt gcctcacagg 
cccccagcag ctgctccgcc tcatccccca 
gcagaaggag tttgtcafcca ccagcctgaa 
ggatggcacc aacgacgtgg gcgccctgaa 
caatgcccct gagcgggttg tcgagcggcg 
caacagtggc atcagagcca cctccaggac 
cgaggagcag ccaacctccc agagggaccg 
cgagagtacg cccattgtga aactggggga 
gctctcatcc atccagtgca tctgccacgt 
cacgctacag atgttcaaga tcctggcgct 
cgtcctctac ctggagggag tcaagttcag 
gctggccggc tgcttcctct tcatctcccg 
acggcccctg cccaacatct tcaacctgta 
tgtgcacttc ctgagccttg tctacctgta 
gcaggagcag ttcgtggact tgtacaagga 
ctacatcatg gccatggcca tgcagatggc 
cttcatggag agcctgcccg agaacaagcc 
ggccatcatt ggcctgctcc tcggctcctc 
ggacatccct gtggagttca agctggtcat 
ggcgctcctg gccgaccgcg tcctgcagtt 
ttcctgagat ggcagtgctg gtacccactg 
caacagggcc ccgggaggga accctgcccc 
gcccttggaa gactgagctg ggacccccac 
gccccaagcc agcacctttg gtaaataaag 



tgcatgccac gtggcccagg agctgcactt 2220 
gcctccctcc gagaaaggcc ggcagtgcga 2280 
gcccctggcc cggggctccc caaaggcact 2340 
cgacggcttg gcccacctgc aggccaccga 2400 
tgtgcaggtg ttcgcccgtg tggctcccaa 2460 
ggagctgggc tacgtgaccc tcatgtgtgg 2520 
gcatgctgac gtgggtgtgg cgctcttggc 2580 
acggcggccc cgggacagcc caaccctgag 2640 
agccaagcag cggtcggggc tccctccctc 2700 
cctgagccag gtgctgcgag acctcgagga 2760 
tgccagcatc gcagcaccct tcacctccaa 2820 
gatcaagcag ggccgctgca cgctggtgac 2880 
caatgccctc atcctggcct acagccagag 2940 
tgacttccag gccaccctac aggggctgct 3000 
ttccaagccc ctcaagaccc tctcccgaga 3060 
caccatcctc accgtcatgc tccagttctt 3120 
ccgtgaggcc caggcccgga gccccgagaa 3180 
gtttgagcca agcctggtca acagcaccgt 3240 
caccttcgcc atcaattaca aaggcccgcc 3300 
cctggtgtgg agtctggcag tttcactcct 33 60 
gcccgacttc aacagccagt ttggcctcgt 3420 
tgcccaggtc ctgctcctgg acttctgcct 3480 
cttcctgggg accccgaagc tgaaagtgcc 3540 
cccaccctgg ctgccgctgg gcgggaaccc 3600 
caacccccca cagcaaggct gtacagtctc 3660 
agccatccgc tggcttggcc agcagaacca 3720 
cagcatctga gattttaaaa 3770 



<210> 108 
<211> 1978 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7510680CB1 



<400> 108 

cctcctacct gcggctctgg gccctcagcc 

ggactatggt gatgaacagc ggccttcaga 

ttattatttt tgccgtattt gctgtcctga 

tctctgcttt cctgcacgcc ctgcgactgc 

tttagaagat ggcaaccaag ccaacagagc 

gcctggggac cgcagagcca caggttaaag 

tggagactat cggcttcggg cgtttccaca 

gggtggttga ggccatggag atcatgttga 

aatggcaact ggagaattgg caggtggcat 

tggttttcag tatcctcttt ggcctcctgg 

tcatctcgtt cctgtgggga gcctatttct 

tctggtttgt cttcctgcgg acgatggtgg 

taatcataaa gactgaattt ttgcccacga 

aggtgttctg gcttgcgggc tccctgctca 

ccatcgggtg gcgctggctc attcgcgtcg 

ccttcaagtt tattcctgaa tctgcccggt 

ccctggccac tctggagcgc gttgccaaga 

tggtggagcc cgtcctggaa aaaagaggaa 



tggctcatgc acaactgtct gaagtgctct 60 
cgcgaggctg gggaggaatc gtcggggttt 120 
cagtagccat ccttctgatc atggagggcc 180 
actgggaagc tgtttgggga acttgagcta 240 
ctgtcacgat cctcagcctt cggaaattga 300 
agccaaagac gttcaccgtg gaagatgcag 360 
ttgccctctt tctgatcatg ggcagtactg 420 
tagctgttgt gtctcctgtc atccgctgtg 480 
tagtaaccac gatggtgttt tttggctaca 540 
ctgacagata tggccgctgg aagattctgc 600 
ccttgctgac ctcgtttgct ccttcgtaca 660 
gctgtggtgt gtccggccac tcgcaagggt 720 
aataccgagg ctatatgtta cccttgtctc 780 
tcattggctt ggcctctgtg atcatcccca 840 
cctccatccc gggcatcatc ctcatcgtgg 900 
tcaatgtctc cactgggaac actcgggctg 960 
tgaaccgctc ggtcatgccg gaggggaagc 1020 
gatttgcaga cctattggat gctaaatatt 1080 
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tacggaccac attacagatc tgggtcatat 
ttatcctggc cagtgctgag ctgctggagc 
ctgcggtggt ggtgactggg ggggactcag 
tgtttgcacc ctctgactat cggaccatga 
atcctttaaa tatactgggc atcaatttcc 
tgggatgcac ggctttattc ttccttctcc 
ttggcttcct cttcatgctg agggctctgg 
acacagctga ggttcttatg agtgcatcaa 
tctgtgttgt atgcgccatt tctgcattca 
tccagcaaat taaatgaaga cctgcaaagc 
atcttcagaa ctgcggtgca tttttttaaa 
aattagtaaa gtgatttttt ttttaaaggc 
ttgatctctt ccttgaggaa caatatataa 
caaaggggtg tgagagggag atggtggggg 
tctgtaaacc tttatatgaa taaatactaa 



ggcttggaat ctcttttgcc tactatgggg 1140 
gggacttggt ctgtggttca aagtcagact 1200 
gggagagcca gagcccctgc tactgccaca 1260 
tcatcagcac catcggtgaa attgctttga 1320 
tgggaagacg gctgagcctt tctattacca 1380 
tcaacatttg cacttcaagt' gccggcctga 1440 
tagctgcaaa cttcaacacc gtctacattt 1500 
tactgggggc cctgtgtctc ttctcatctg 1560 
ctctccccat cgaaaccaaa ggacgggccc 1620 
tatgtctacc agatgagaaa aatgaattct 1680 
acttggtttt acttctgtat gctactcggt 1740 
atatatggga atggggtagg taactgtata 1800 
agtactttta taaaatataa tttaagcttt 1860 
ggaagatggc ttttcttcat tgaaatcaag 1920 
attttaaact tacaaaaaaa aaaaaagg 1978 



<210> 109 
<211> 1622 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> inisc_f eatxire 

<223> Incyte ID No: 7505145CB1 



<400> 109 

tgcctggtgc cctgttccgc gtctgtgcga 
ccaggtcaga gcagcccacc atgggatggg 
ccatccacca gcagccgccg gagcgccgcg 
tggacctcct ggccttcacg ctgctgctgc 
gccgtgccca cgaccccctc tatggctcct 
ccatcgggat gccagtggag aagaggtaca 
cggcattctc tgtcctgcag tttctgtgtg 
tggggaggcg cccggtgatg ctgctgtgcc 
gggccacctc tcggagcttt gcggccttcc 
aagggaacgt cagcctctcc acggccatcg 
gtcaaggcat ggcggtcatt ggggtggcct 
tcggagcctc cctgcccctg gaaatggcac 
acctgctgtt catcttctgc ttcctgccag 
ctatcgccct ggggttccgt gatgcggctg 
tctcggctgt cgctcgtggc caggacccac 
gcctgggcct agtctacttc ctctacctct 
gcttcctcac acaccagcgc ttccagttca 
cctcctcatc ggctggggac gttctctgcc 
ctttgccgcc gccgttgtgg tgccctgcct 
agggcagaag ggcacggtca tgggtacact 
ggggcccctg gtggccgctt cagtgtactg 
gtggtccggg ctctttttgc tccccttctt 
gacgctcaag gctgagtagc tgagccactg 
gagcctaggt caggcccctg cccactgcct 
cctgtgggtg ggggccggcc cctaagcagg 
ctccttcagt gactccgagc tgcagcactc 
aaactatgca ccaggtttct gatgatgaaa 
aa 



ccgtccgtcc cgagcgcgca ccgcggcagg 60 
gagggggtgg aggctgcacc ccgcgcccac 120 
tggtcaccgt tgtctttctc ggcctcctgc 180 
ccctgctgcc cgggctgttg gagagccacg 240 
ggcagggcgg ggtggactgg tttgccaccg 3 00 
acagtgtcct gttcggaggt ctcattggct 3 60 
cgccactcac tggggccacc tctgactgct 420 
tgatgggtgt ggccacctca tatgcagtct 480 
tggcctccag gctgattggg ggcatcagca 540 
ttgctgacct gggctcgcct ctggcccgca 600 
tctcactggg cttcaccctg ggccctatgc 660 
cctggtttgc cctgctcttc gcagcctccg 720 
agacgctgcc cctggagaaa cgggcgccct 780 
atctgctcag ccccctggcc ctgctgcgct 840 
cctctggaga caggctcagc agcctgcgcc 900 
tcctgttctc gggcctggag tacacgctga 960 
gtaggccctc ctgctgctgg tgcccgcctt 1020 
cgtgctgggc ctggggctgc tgctctactc 1080 
gtcctccgtg gtcgctggct atggctcacc 1140 
gcgcagccta ggtgctctgg ccagggccgc 1200 
gctggccggg gcccaggcct gcttcaccac 1260 
cctcctgcag aagctgagtt acccggcaca 1320 
tgcccaggct gtgggcacca ggcagagtgg 1380 
gacccccacc ccccgccagt ccagggagac 1440 
aagctcaggc agctcctcca gacttactta 1500 
caaggctgtc agggcttctg tttgtfctttt 1560 
taaagcacct gtttgtttta taaaaaaaaa 1620 

1622 



<210> 110 
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<211> 1982 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7505162CB1 

<400> 110 

ggctcccgcc tctgttcagg acactgggtc cccttggagc ctccccaggc ttaatgattg 60 
tccagaaggc ggctataaag ggagcctggg aggctgggtg gaggagggag cagaaaaaac 120 
ccaactcagc agate tggga actgtgagag cggcaagcag gaactgtggt cagaggctgt 180 
gcgtcttggc tggtagggcc tgctcttttc taccatggca gcccagggct atggctatta 240 
tcgcactgtg atcttctcag ccatgtttgg gggctacagc ctgtattact tcaatcgcaa 300 
gaccttctcc tttgtcatgc catcattggt ggaagagatc cctttggaca aggatgattt 360 
ggggttcatc accagcagcc agtcggcagc ttatgctatc agcaagtttg tcagtggggt 420 
gctgtctgac cagatgagtg ctcgctggct cttctcttct gggctgctcc tggttggcct 480 
ggtcaacata ttctttgcct ggagctccac agtacctgtc tttgctgccc tctggttcct 540 
taatggcctg gcccaggggc tgggctggcc cccatgtggg aaggtcctgc ggaagtggtt 600 
tgagccatct cagtttggca cttggtgggc catcctgtca accagcatga acctggctgg 660 
agggctgggc cctatcctgg caaccatcct tgcccagagc tacagctggc gcagcacgct 720 
ggccctatct ggggcactgt gtgtggttgt ctccttcctc tgtctcctgc tcatccacaa 780 
tgaacctgct gatgttggac tccgcaacct ggaccccatg ccctctgagg gcaagaaggg 840 
ctccttgaag gaggagagca ccctgcagga gctgctgctg tccccttacc tgtgggtgct 900 
ctccactggt taccttgtgg tgtttggagt aaagacctgc tgtactgact ggggccagtt 960 
cttccttatc caggagaaag gacagtcagc ccttgtaggc gggactgtcc aactacggga 1020 
accctcgcca tggcctgttg ctgttcatga tggctggcat gacagtgtcc atgtacctct 1080 
tccgggtaac agtgaccagt gactccccca agctctggat cctggtattg ggagctgtat 1140 
ttggtttctc ctcgtatggc cccattgccc tgtttggagt catagccaac gagagtgccc 1200 
ctcccaactt gtgtggcacc tcccacgcca ttgtgggact catggccaat gtgggcggct 1260 
ttctggctgg gctgcccttc agcaccattg ccaagcacta cagttggagc acagccttct 132 0 
gggtggctga agtgatttgt gcggccagca cggctgcctt cttcctccta cgaaacatcc 1380 
gcaccaagat gggccgagtg tccaagaagg ctgagtgaag agagtccagg ttccggagca 1440 
ccatcccacg gtggccttcc ccctgcacgc tctgcgggga gaaaaggagg ggcctgcctg 1500 
gctagccctg aacctttcac tttccatttc tgcgcctttt ctgtcacccg ggtggcgctg 1560 
gaagttatca gtggctagtg aggtcccagc tccctgatcc tatgctctat ttaaaagata 1620 
acctttggcc ttagactccg ttagctccta tttcctgcct tcagacaaac aggaaacttc 1680 
tgcagtcagg aaggctcctg tacccttctt cttttcctag gccctgtcct gcccgcatcc 1740 
taccccatcc ccacctgaag tgaggctatc cctgcagctg cagggcacta atgacccttg 1800 
acttctgctg ggtcctaagt cctctcagca gtgggtgact gctgttgcca atacctcaga 1860 
ctccagggaa agagaggagg ccatcattct cactgtacca ctaggcgcag ttggatatag 1920 
gtgggaagaa aaggtgactt gttatagaag attaaaacta gatttgatac tgaaaaaaaa 1980 
aa 1982 

<210> 111 

<211> 2231 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7505469CB1 

<400> 111 

ggcttatgaa agtgtgatgt tcgcgtattt cttgccaggc agtggcgtga tcttggctca 60 
ctgcaacctc cgactccctg gttcaagcga ttctcctgcc tcagcctcct gagtggggat 120 
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tacaggccac agcaaacaca ggtgtgcagg 
ggaggcccac acccacctac catcttgtcc 
atgtcagctc gccacctcaa aggtcctccg 
tgctgaatgg ggtcagcctg gtggtgggca 
ccaagggtgt gctggtacac actgcctcct 
gtgggctctt ctctgttgtg ggtgcccttt 
agtcgggagc cagctacgct tatattctag 
gcctgtgggt ctcactgcta gttgttgagc 
ttgccaacta catcatccag ccgtccttcc 
gtctcctggc tgctgcttgc atatgtctgc 
ggggcacacg tgtgcaggac acgttcactt 
ttgtcatggg ccttgttaaa ctgtgccagg 
gccaattgtg acgctcatct acatcctgac 
ttcagatgtc cttagcagtg atgctgtggc 
gttcagctgg accatcccca ttgctgttgc 
catctttgct tcatcaaggt tgttcttcgt 
tctgtccatg atccacattg agcgttttac 
catggcactc atctacctca tcgtggagga 
cagctactgg ttcttcgtgg gcctgtctgt 
gcccaagcgg ccccggcctc tcaagctgag 
ctccgtgttt ctggtgatag tgcccctctt 
cgggattgcc ctttctggag tccctttcta 
gaggccattg tttattcgga atgtcctggc 
cttttgtgtc ctgactgagc ttgatgtagc 
ctagaggtca gaggtggctt tctgaggcct 
aacaagactc tgtgggccca actctcctga 
gtggggctca gggccagtgc tcactcttat 
tgtgggtcac cgggacagtg tactcctctc 
ggctgcagtc tcaggaagag cttggtactt 
tcagtgaaga ctgggaggaa agctgcttca 
aagtggaagc aactaattct ggtgctcagg 
tggcctaatg gatcttactg tatgagcagg 
tgatgccccc agacactgtc atcctaggcc 
tgggcttatc cttaggtttt ggaattggtc 
tcttctccac ccagtcacag ataagggaat 
ttgaaggaag c 



aaccgtttgt catggaagcc agggagcctg 180 
ctaacaccag ccagtcccag gtggaagaag 240 
aaactatgca gctgaagaag gagatctccc 3 00 
acatgatcgg ctcagggatc tttgtctcac 360 
atgggatgtc actgattgtg tgggccattg 420 
gttatgcaga gctggggacc accatcacca 480 
aggcctttgg gggcttcatt gccttcatcc 540 
ccaccggtca ggccatcafcc gccatcacct 600 
ccagctgtga tcccccatac ctggcctgcc 660 
tgacatttgt gaactgtgcc tatgtcaagt 720 
acgccaaggt cgtagcgctc attgccatca 780 
aaatttgccc ttggccattg ggatttctat 840 
caatgtggcc tattacacag tgctgaacat 900 
tgtgacattt gctgaccaga cgtttggcat 960 
cctgtcctgc tttgggggcc tcaatgcatc 1020 
gggctcccgg gagggccacc taccggacct 1080 
acctatccct gctttactgt tcaattgcac 1140 
tgttttccag cttatcaact acttcagctt 1200 
tgttggacag ctctacctcc gctggaagga 1260 
cgtgtttttc cccatcgtgt tctgcatatg 1320 
cactgacacc attaattccc tcattggcat 1380 
cttcatgggt gtttacctgc cagagtcccg 1440 
tgctatcacc agaggcaccc agcagctttg 1500 
cgaagaaaaa aaggatgaga ggaaaactga 1560 
ggaaggcagg ccaaccagca aaatcctgat 1620 
attaaaggag ccttttgacc caatcatata 1680 
tggctttgtt tacacttgga gccaccttgg 1740 
ctgccagcct ccccttcccc gaggtgtggt 1800 
gtggggactt ctgttttctc cctgtggaga 1860 
acctgagtcc ggctcttcag caggctgcac 1920 
ctgggctctc cacccaagtt aggcctgctc 1980 
acggctgcat tggattgtac aactgttttg 2 040 
gagaagaacc tgcfcagcttg acatacccca 2100 
aacagtgagg cagtctccct tcctgaccat 2160 
aaccttggcc atatatttgc tcaataaaga 2220 

2231 



<210> 112 

<211> 5170 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7505475CB1 



<400> 112 

agctgctgga gtaggcaccc atttaaagaa 
aatcgttacc tagacaaaca gagaactggt 
attttcctga cagttgtgtt ccaccatgat 
aatatgaaac agaaaagcgt gtatcagcaa 
aagaaatgga ggatgaaaag agagagctta 
ctgtgtattg ctctgttttc cagttccatg 
cagaatctgg gaagggtaga taaatttaat 
atatctaatt taacccagca gataatgaat 
acaagtgtca ttggggcacc aaataaaaca 



aaaatgaaga agcagcaata aagaagttgt 60 
tttgacagtg tttctagagt gctttttatt 120 
tactttctcc ttcagcgaat aggctaaatg 180 
accaaagcac ttctgtgcaa gaattttctt 240 
ttggaatggg gcctctcaat acttctagga 300 
agaaatgtcc agtttcctgg aatggctcct 360 
agctcttctt taatggttgt gtatacacca 420 
aaaacagcac ttgctcctct tttgaaagga 480 
cacatggacg aaatacttct ggaaaattta 540 
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ccatatgcta tgggaatcat ctttaatgaa 
ggatataaca gtccactttg gaaagaagat 
gagttttcat gtacattgac caaatactgg 
attaatactg ccattataga aatcacaacc 
gttactgcta taactatgaa gacattacct 
atgtttattt tattcttctt gcttcatttc 
gtaacaaaag agagaaaaaa gtctaagaat 
gcattctggc tctcctgggg tctaatctat 
attacaatta tcataacatt cacccaaatt 
ataccctttt ttttatatgg cttatctttg 
ttaaagaaag ctgtcctcac caatttggtt 
ctgggattca ctgtatttta tgaacaactt 
tgtagccctt ttgcctttac tactggaatg 
aatggtgtaa tttttcctga cccttcagga 
atgttgcttt tggatggtct catctacttg 
ccctatggag atgagcgcca ttattctcct 
caacaccaaa ggactaatgc taaggttatt 
gatgattatt ttgaaccagt agctcctgaa 
aatgttaaga aggaatataa aggaaaatct 
tttgacatat atgaaggtca aatcacggca 
tcactgctaa atattcttaa tggattgtct 
aataaaaatc tctctgaaat gcaagacttg 
cctcaattca atgttcaatt tgacatactc 
aaaataaaag ggattcatct aaaggaagtg 
ttggacatgc aaaacattca agataacctt 
aagctgactt ttgggattac cattttagga 
atgggagact gaagtgtgca ggttcttcta 
atcacctaag tttacatagg aatgaaatat 
ctcatcacat ccccgatgct aaattaaaaa 
tgccactgga aaggacaaat acatttccag 
accagggagt gacaggttat gacatttcca 
tggaaggaca gtcaactatc gaacaagatt 
aaagcctcaa tgaaatggag ctggctcact 
gtgacatggg cctctggaga atgcaagtct 
taaaacgtca aactaaagtg ttattgaccc 
ctttgattgt tgaaaatata atatatgcta 
aaaacgaatt gtattttctc tctcctggac 
tgatcatcaa taacacagaa tcaaatattg 
atatactttt ggaagtagat gactttgaaa 
atggagctat catagtttct ggtaaacaaa 
ccaagagatt gcactgtttt ccaattctta 
tgtttaatca cacacaacat attcgaattg 
gactctggac tgggttgccg gatggttcct 
ctccttatat caccatgggc agcatcagtg 
ggatttcagg cctctacact tctgcttact 
tcttcatttt aattctcctt ttaatgtatt 
ttcttattac aagccaaatt gtgtttgctt 
ctcttgtctt cttcatatat atgatatcat 
gcctttggtc attttacttc ttttttgcct 
atcattttga cctaagtata ttgattacca 
ttggatttaa aacttttttg gaagtgagag 
caaattttga attgagtgcc actgattttc 
tgctattcgt ttttgttcta agatgcatgg 
aagatcctgt tttcagaatt tccccccaaa 
ccatagatga agatgaagat attcaaacag 
cttcaatctt agatgagaaa cctgttataa 



actttctctt ataagttaat atttttccag 600 
ttctcagctc attgctggga tggatatggt 660 
aatagaggat ttgtggcttt acaaacagct 720 
aatcaccctg tgatggagga gttgatgtca 780 
ttcataacta aaaatcttct tcacaatgag 840 
tccccacttg tatattttat atcactcaat 900 
ttgatgaaaa tgatgggtct ccaagattca 960 
gctggcttca tctttattat ttccatattc 1020 
atagtcatga ctggcttcat ggtcatattt 1080 
gtagctttgg tgttcctgct gagtgtgctg 1140 
gtgtttctcc ttaccctctt ttggggatgt 1200 
ccttcatctc tggagtggat tttgaatatt 1260 
attcagatta tcaaactgga ttataacttg 1320 
gactcatata caatgatagc aactttttct 1380 
ctattggcat tatactttga caaaatttta 1440 
ttatttttct tgaattcatc atcttgtttc 1500 
gagaaagaaa tcgatgctga gcatccctct 1560 
ttccaaggaa aagaagccat cagaatcaga 1620 
ggaaaagtgg aagcattgaa aggcttgctc 1680 
atcctgggtc acagtggagc tggcaaatct 1740 
gttccaacag aaggatcagt taccatctat 1800 
gaggaaatca gaaagataac tggcgtctgt 1860 
accgtgaagg aaaacctcag cctgtttgct 1920 
gaacaagagg tacaacgaat attattggaa 1980 
gctaaacatt taagtgaagg acagaaaaga 2040 
gatcctcaaa tagaaaagtg atcatgtcca 2100 
tgtttttgaa aagaaggtgg ggtcttggat 2160 
gtaacccaga acaaataaca tccttcatta 2220 
cagaaaacaa agaaaagctt gtatatactt 2280 
atcttttcag tgatctggat aagtgttctg 2340 
tgtcaactct aaatgaagtc tttatgaaac 2400 
tcgaacaagt ggagatgata agagactcag 2460 
cttccttctc tgaaatgcag acagctgtga 2520 
ttgccatggc acggctccgt ttcttaaagt 2580 
tattattggt atttggaatc gcaatattcc 2640 
tgttaaatga aaagatcgat tgggaattta 2700 
aacttcccca ggaaccccgt accagcctgt 2760 
aagattttat aaaatcactg aagcatcaaa 2820 
acagaaatgg tactgatggc ctctcataca 2880 
aggattatag attttcagtt gtgtgtaata 2940 
tgaatattat cagcaatggg ctacttcaaa 3000 
agtcaagccc atttcctctt agccacatag 3060 
ttttcttatt tttggttcta tgtagcattt 3120 
attacaagaa aaatgctaag tcccagctat 3180 
ggtgtgggca ggcactagtg gacgtcagct 3240 
taattttcta catagaaaac atgcagtacc 3300 
tggttatagt tactcctggt tatgcagctt 3360 
ttatttttcg caaaaggaga aaaaacagtg 3420 
ccaccatcat gttttccatc actttaatca 3480 
ccatggtatt ggttccttca tataccttgc 3540 
accaggagca ctacagagaa tttccagagg 3600 
tagtctgctt cataccctac tttcagactt 3660 
aactaaaatg tggaaagaaa agaatgcgaa 3720 
gtagagatgc taagccaaat ccagaagaac 3780 
aaagaataag aacagccact gctctgacca 3840 
ttgccagctg tctacacaaa gaatatgcag 3900 
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gccagaagaa aagttgcttt tcaaagagga 
tctgtgttca agaaggtgaa attttgggat 
catctattag aatgatatct gggatcacaa 
gctgcagttc agttttgggc cacctggggt 
tgctgacgtt gagggaacac ctggaggtgt 
acgcgaggct cgccatcgca agattagtga 
ttcctgtgca gaaattaaca gcaggaatca 
tgggaaactc acctgtcttg ctcctggatg 
agcagcaaat gtggcaggca atccaggcag 
tgaccaccca taacctggct gaggcggaag 
ctggaaggct tagatgcatt ggctccatcc 
acattctaga gctaaaagtg aaggaaacgt 
tgaagctttt cccacaggct gcagggcagg 
tgcccgtggc agacgtttac cctctatcac 
ataactttaa cctggaagaa tacagccttt 
agctttctaa agaacaggaa gtaggaaatt 
ggaaactcct ccctcattca gatgaacctt 
tctcctataa acttatgttt tatgtaataa 
taaaattaac atcaggtata ttttgtaaat 
attcttcctc tcaaacatag gggtgatagc 
agtaaagtca cccaaagatt caggcactgg 
tagcctcttc 



agaagaaaat agcagcaaga aatatctctt 3960 
tgctaggacc cagtggtgct ggaaaaagtt 4020 
agccaactgc tggagaggtg gaactgaaag 4080 
actgccctca agagaacgtg ctgtggccca 4140 
atgctgccgt caaggggctc aggaaagcgg 4200 
gtgctttcaa actgcatgag cagctgaatg 4260 
cgagaaagtt gtgttttgtg ctgagcctcc 4320 
aaccatctac gggcatagac cccacagggc 4380 
tcgttaaaaa cacagagaga ggtgtcctcc 4440 
ccttgtgtga ccgtgtggcc atcatggtgt 4500 
aacacctgaa aaacaaactt ggcaaggatt 4560 
ctcaagtgac tttggtccac actgagattc 4620 
aaaggtattc ctctttgtta acctataagc 4680 
agacctttca caaattagaa gcagtgaagc 4740 
ctcagtgcac actggagaag gtattcttag 4800 
ttgatgaaga aattgataca acaatgagat 4860 
aaaacctcaa acctagtaat tttttgttga 4920 
ttaatagtat gtttaatttt aaagatcatt 4980 
ttagttaaca aatacataaa ttttaaaatt 5040 
aaacctgtga taaaggcaat acaaaatatt 5100 
aattatggac taaaacggta tatctagttt 5160 

5170 



<210> 113 

<211> 1876 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7505568CB1 



<400> 113 

gccttggcag agtctggggt ccctggactg 
caaggaaaca aaataggaat tccaaggaac 
gccacgccgg gcctccaggg ccagggaggg 
gggtgccagg tggaaggaga agaaaggact 
cgggcgcctt cggctcctcc ttcctctacg 
ccccggaagc acactttgct ggccaataat 
gcctgctcgc tccaggcagg agcctttgaa 
atagatggag gcgtcgccct cagtgtgctc 
gagatccgtg gctctctggg gcaggtgact 
gggcagcttc tgggcctgcc cgagctgctg 
ggagtgattg tggtccctgc cgttgtccag 
ccacgctacc tgctcttgga gaagcacaac 
ttcttgggta aagcagacat ttcccaagag 
cagaggagca tccgcctggt gtccgtgctg 
caggtggtca ccgtgattgt caccatggcc 
tggttctata ccaacagcat ctttggaaaa 
gtcaccttga gtacaggggg catcgagact 
gagcacctgg gacggagacc cctcctcatt 
gggaccctca ccatcacgct gaccctgcag 
tatcgtgggc attctggcca tcatcgcctc 
tcatcttgac tggtgagttc ttccagcaat 
gcaccgtcaa ctggctctcc aactttgctg 
gtctggacac ctactgtttc ctagtctttg 



agccatcagc tgggtcactg agacccatgg 60 
tgggcctagt tcccctcaca gatgacacca 120 
cactgctgga gtgtgaccac ctgaggagtg 180 
ggtcctgctc gctcctcgtg gcctccctcg 240 
gctacaacct gtcggtggtg aatgccccca 300 
gggtttgcaa tttctgctgc attgctgatg 360 
atgctcatcg tgggacgctt catcatgggc 420 
cccatgtacc ttagtgagat ctcacccaag 480 
gccatcttta tctgcattgg cgtgttcact 540 
ggaaaggaga gtacctggcc atacctgttt 600 
ctgctgagcc ttccctttct cccggacagc 660 
gaggcaagag ctgtgaaagc cttccaaacg 720 
gtagaggagg tcctggctga gagccgcgtg 780 
gagctgctga gagctcccta cgtccgctgg 840 
tgctaccagc tctgtggcct caatgcaatt 900 
gctgggatcc ctccggcaaa gatcccatac 960 
ttggctgccg tcttctctgg tttggtcatt 1020 
ggtggctttg ggctcatggg cctcttcttt 1080 
gaccacgccc ccctgggtcc cctacctgag 1140 
tttctgcagt gggcccaggt ggcatcccgt 1200 
ctcagcggcc ggctgccttc atcattgcag 1260 
ttgggctcct cttcccattc attcagaaaa 1320 
ctacaatttg tatcacaggt gctatctacc 1380 
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tgtattttgt gctgcctgag accaaaaaca 
ccaaaaggaa caaagcatac ccaccagaag 
ctcaaaggaa Qtaagacaaa gatcatggag 
gctctgcttg gctggtctcc tgctggtatt 
attttatctt gcttacctgc acttatgaaa 
aacataggag tcagttcttc tgcagcagca 
ggaaggagag cagtgatgca gtgatgctgg 
accagctgcc atacaccagg caacttctac 
ttagtttccc catctt 

<210> 114 
<211> 1602 
<212> DNA 

<213> Homo sapiens 



gaacctatgc agaaatcagc caggcatttt 1440 
agaaaatcga ctcagctgtc actgatgcag 1500 
accatcgggt gagtctcaag acttccccca 1560 
ttctgtctgt agagaggaac aagaacttcc 1620 
agtcaaactg agtcatgctg agagccaggg 1680 
ctcagccagt tgaaggcaat gtggagtgat 1740 
caccaactcc tttactatgg catccattgt 1800 
actttatctc taatcatcct agaataagta 1860 

1876 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7506953CB1 



<400> 114 

ctctctctct ctctctctct ctctctctct ctctctctct ctcccaagtt tcctatctcg 60 
tcaagatcag ggcaaaagaa gaaaacaccg aattctgctt gccgtttcag agcggcggtg 120 
atgaagacaa aattgaacat ctacaacatg cagttcctgc tttttgtttt cttggtgtgg 180 
gaccctgcca ggttggtgct ggctaacatc caagaagatg aggctaaaaa taacattacc 240 
atctttacga gaattcttga cagacttctg gatggttacg ataatcggct tagaccagga 300 
ctgggagatg catatacaac ttcagaggtc acttatattt ggacttacaa tgcatctgat 360 
tcagtacagg ttgctcctga tggctctagg ttaaatcaat atgacctgct gggccaatca 420 
atcggaaagg agacaattaa atccagtaca ggtgaatata ctgtaatgac agctcatttc 480 
cacctgaaaa gaaaaattgg gtattttgtg attcaaacct atctgccttg catcatgact 540 
gtcattctct cccaagtttc attctggctt aacagagaat ctgtgcctgc aagaactgtg 600 
tttggagtaa caactgtcct aacaatgaca actctaagca tcagtgctcg gaattctctc 660 
cccaaagtgg cttatgcaac tgccatggac tggtttattg ctgtttgtta tgcatttgtg 720 
ttctctgccc taattgaatt tgcaactgtt aattacttca ccaaaagagg atgggcttgg 780 
gatgggaaga gtgtagtaaa tgacaagaaa aaagaaaagg cttccgttat gatacagaac 840 
aacgcttatg cagtggctgt tgccaattat gccccgaatc tttcaaaaga tccagttctc 900 
tccaccatct ccaagagtgc aaccacgcca gaacccaaca agaagccaga aaacaagcca 9 60 
gctgaagcaa agaaaacttt caacagtgtt agcaaaattg acagaatgtc cagaatagtt 1020 
tttccagttt tgtttggtac ctttaattta gtttactggg ctacatattt aaacagagaa 1080 
cctgtattag gggtcagtcc ttgaattgag acccatgtta tctttgggat gtatagcaac 1140 
attaaatttg gtttgttttg ctatgtacag tctgactaat aactgctaat ttgtgatcca 1200 
acatgtacag tatgtatata gtgacatagc ttaccagtag acctttaatg gagacatgca 1260 
tttgctaact catggaactg cagacagaaa gcactccatg cgaaaacagc cattgccttt 1320 
tttaaagatt taccctagga cctgatttaa agtgaatttc aaatgacctg attaatttcc 1380 
tattcttcca aatgagatga aaatggggat cctgtacaac cctttgtgga cacttttggt 1440 
ttagctctta agtaggggta ttttctactg ttgcctaata tgatggaagt aacattgtca 1500 
ttctagatga atctttgaag taccaacatt gttctggaat cagctcggtc cagatgctca 1560 
aggtccctgt aatgtattgg aagctggtac cctaagaaaa ca 1602 



<210> 115 
<211> 2173 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7510176CB1 
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<400> 115 

cactattgaa gccacctgct caggacaatg 
cgatttctct tcgtggtttt cactgtgttg 
accaagctta ttctgacttt tccaagatga 
gatgcagtca gatgactgac tgaccaggag 
taaaggaccc ttccccctta cttatgcttg 
acactctttg tggtcgccac attttggctc 
ttgctaccta gtttaatgtt acccatgttt 
gcttatttca aggattttca cttactgcta 
gaaaaatgga atttgcacaa gagaattgct 
cctgcatggc tgacgctggg gttcatgagc 
aacacctcga cggctgccat ggtgatgccc 
aatgcagaag cagaggtcga ggccactcag 
ggactagaaa ttgatgaaag tgttaatgga 
aaaccagttc caggatacaa taatgataca 
aagaactcag gcatgagaac caaatatcga 
acgtgtttgt gcattgccta ctcttctacc 
tccaccaact tgatctttgc agagtatttc 
aactttggat catggtttac gttttccttc 
tggatctggc ttcagtggct tttcctagga 
aaaaccaaaa cagtccaaca aaaagcttgt 
cttgggccaa taaggtatca agaaattgtg 
ctatggttta gtcgagaccc cggatttgtt 
cctggttttg ctacagattc aactgttgct 
ccagctaaga cactgactaa aactacacct 
ccactgatta cttggaaaga attccagtca 
ggtggagggt ttgccctggc agatggttgt 
aataaattat ctcctctggg ttcattacca 
atggtgacat ctttaactga ggtagccagc 
atattatctc cattggccga agccattcat 
actctgtgta cttcatttgc attcctccta 
ttttcatatg gtcatctgaa agtcattgac 
gttggtgttg ctgtggttat gcttggcata 
tacacttacc cttcgtgggc tcctgctatg 
aatttctgac tatcttgcgg taatttctgg 
ctctaaataa ctaatgacac acatttaaat 
gaatacccga aacctgctgt tataactcag 
agagcatcta tgt 



aaattcttca gttacattct ggtttatcgc 60 
gttttactac ctctgcccat cgtcctccac 120 
agatgaagag caggccagtg gcatgggcca 180 
ggcctccgtc cagtgaccag tctcagaatt 240 
tactcagccc aggaagcaga atgtgcctac 300 
acagaagcat tgcctctgtc ggtaacagct 360 
gggatcatgc cttctaagaa ggtggcatct 420 
attggagtta tctgtttagc aacatccata 480 
ctgaaaatgg tgatgatggt tggtgtaaat 540 
agcactgcct ttttgtctat gtggctcagc 600 
attgcggagg ctgtagtgca gcagatcatc 660 
atgacttact tcaacggatc aaccaaccac 720 
catgaaataa atgagaggaa agagaaaaca 780 
gggaaaattt caagcaaggt ggagttggaa 840 
acaaagaagg gccacgtgac acgtaaactt 900 
attggtggac tgacaacaat cactggtacc 960 
aatacacgct atcctgactg tcgttgcctc 1020 
ccagctgccc ttatcattct actcttatcc 1080 
ttcaatttta aggagatgtt caaatgtggc 1140 
gctgaggtga ttaagcaaga ataccaaaag 1200 
accttggtcc tcttcattat aatggctctg 1260 
cctggttggt ctgcactttt ttcagagtac 1320 
ttacttatag ggctgctatt ctttcttatc 1380 
acaggagaaa ttgttgcttt tgattactct 1440 
ttcatgccct gggatatagc cattcttgtt 1500 
gaggagtctg gattatctaa gtggatagga 1560 
gcatggctaa taattctgat atcttctttg 1620 
aatccagcta ccattacact ctttctccca 1680. 
gtgaaccctc tttatattct gataccttct 1740 
ccagtagcaa atccacccaa tgctattgtc 1800 
atggttaaag ctggacttgg tgtcaacatt I860- 
tgtacttgga ttgtacccat gtttgacctc 1920 
agtaatgaga ccatgccata ataagcacaa 1980 
aagacattaa tgattgactg taaaatgtgg 2040 
cagttatggt gtagctgctg caattcccgt 2100 
agtccatatt tgttattgca gtgcaactaa 2160 

2173 



<210> 116 

<211> 1826 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7510541CB1 

<400> 116 

cccacgcgtc cgcccacgcg tccgcccacg 
gcgaaccgca ccggcccgag cggagcgccg 
actgttggtg tgagaccagt gctcctggtg 
agacagagat ggtggagctg gtgcccaatg 
tcacccccat ggcaggcaac cagagggtcg 
agagcttcct acagaaaagt cccagcaagg 
catcattcgg gatgtcagtg ttcaacctca 



cgtccgcagc cgagttcagc cgggagcaga 60 
cacgttccca accgcgaggc cagacatctg 120 
gtgtgccctg agccatggag gcgcctttgc 180 
gcaaacactc agaggggctg ctcccggtca 240 
aggaccctgc acggagctgt atggagggca 300 
agccacactt cactgacttc gaggggaaga 360 
gcaatgccat catgggcagc ggcatcctgg 420 
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gactcgccta tgccatggcc aatacgggca 
cagctgggct accgtgcctt tgggacccca 
ctccagaaca tcggagccat gtccagctac 
gtcatacaga ccttcctgaa cctggaggag 
tacctggtaa tccttgtctc tgtcaccatc 
ggctacctgg gctactccag cggcttctct 
gtcatctaca aaaagttcca cgtgccctgc 
ggcaacttca gccacgtgga gatcgtgaag 
gcttcagcct tctgcactcc cagctacttc 
cccatcatgg ccttcgcctt cgtctgccac 
aaggacccct ccaagaagaa gatgcagcac 
atcatgtact tcctggctgc cctcttcggc 
gagctgctgc acacctacag caaggtggac 
gtggccgtgc tgacagcagt cacgctcaca 
gccatccagc agatgctgtt tccaaaccag 
gccgttggcc tgctcacttg tatcaacctg 
atctttgggg tcatcggtgc cacatctgcc 
ttctacttcc gaatcatgcc cacggagaag 
gccctgtgtt ttgctatgct tggcttcttg 
attgactggg cctcagggac cagccggcat 
gttctgtcta ctcaccctag cagccctgcc 
ggccagtcgg gggaggagaa agacgcgatt 
cctctctgtg gaaggttttt gttcaagagc 
ctaggctctg gagctgtaga ggcttc 



ttatcctttt cctgcatccg tgcctatgag 480 
ggaaagctgg cagcagcctt ggccatcacg 540 
ctgtacatca tcaagtctga gctgccactt 600 
aaaacctcgg actggtacat gaacgggaac 660 
attctgcccc tggcactgat gcggcagctt 720 
cttagctgca tggtgttctt cctaattgca 780 
ccactgcccc ccaacttcaa caacaccaca 840 
gagaaggtgc agctgcaggt cgagcctgag 900 
acgctcaact cacagacagc atacaccatc 960 
cccgaggtgc tgcccatcta tactgagctc 1020 
atctccaacc tgtccatcgc tgtcatgtac 1080 
tacctcacct tctacaacgg ggtggagtcg 1140 
ccgtttgacg tcctgatcct gtgtgtgcgc 1200 
gtgcccatcg ttctgttccc ggtgcgccgc 1260 
gagttcagct ggctgcggca tgtgcttatt 1320 
ctggtcatct ttgcccccaa catcctgggc 1380 
ccattcctca tcttcatctt ccctgccatc 1440 
gagcctgcaa gatccacccc caaaatcctg 1500 
ctgatgacca tgagcttgag cttcatcatc 1560 
ggaggaaacc actagggtga ccctcatcct 1620 
cagactcttc agcccctgct cccatccagt 1680 
aacactgtgg cattcagcca ggccccatgt 1740 
caggaccaag gcccttgggc cactaccctg 1800 

1826 



<210> 117 

<211> 2052 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7510923CB1 



<400> 117 

cccacgcgtc cgcccacgcg tccgcccacg 
gcgaaccgca ccggcccgag cggagcgccg 
actgttggtg tgagaccagt gctcctggtg 
agacagagat ggtggagctg gtgcccaatg 
tcacccccat ggcaggcaac cagagggtcg 
agagcttcct acagaaaagt cccagcaagg 
catcattcgg gatgtcagtg ttcaacctca 
gactcgccta tgccatggcc aatacgggca 
tcgccttgct ctccagctac tccatccacc 
tccgtgccta tgagcagctg ggctaccgtg 
ccctggccat cacgctccag aacatcggag 
ctgagctgcc acttgtcata cagaccttcc 
acatgaacgg gaactacctg gtaatccttg 
tgatgcggca gcttggctac ctgggctact 
tcttcctaat tgcagtcatc tacaaaaagt 
tcaacaacac cacaggcaac ttcagccacg 
aggtcgagcc tgaggcttca gccttctgca 
ttctgacagg tcagggcaag gcgggggccc 
cccgtgtttc cccagacagc atacaccatc 
cccgaggtgc tgcccatcta tactgagctc 
atctccaacc tgtccatcgc tgtcatgtac 



cgtccgcagc cgagttcagc cgggagcaga 60 
cacgttgcca accgcgaggc cagacatctg 120 
gtgtgccctg agccatggag gcgcctttgc 180 
gcaaacactc agaggggctg ctcccggtca 240 
aggaccctgc acggagctgt atggagggca 300 
agccacactt cactgacttc gaggggaaga 360- 
gcaatgccat catgggcagc ggcatcctgg 420 
ttatcctttt cctgttcctg ttgacagctg 480 
tgctactcaa gtcctcaggg gtcgtgggca 540 
cctttgggac cccaggaaag ctggcagcag 600 
ccatgtccag ctacctgtac atcatcaagt 660 
tgaacctgga ggagaaaacc tcggactggt 720 
tctctgtcac catcattctg cccctggcac 780 
ccagcggctt ctctcttagc tgcatggtgt 840 
tccacgtgcc ctgcccactg ccccccaact 900 
tggagatcgt gaaggagaag gtgcagctgc 960 
ctcccagcta cttcacgctc aactcacagg 1020 
aatgagagtg gcagactgcc ttgacacagc 1080 
cccatcatgg ccttcgcctt cgtctgccac 1140 
aaggacccct ccaagaagaa gatgcagcac 1200 
atcatgtact tcctggctgc cctcttcggc 1260 
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tacctcacct tctacaacgg ggtggagtcg 
ccgtttgacg tcctgatcct gtgtgtgcgc 
gtgcccatcg ttctgttccc ggtgcgccgc 
gagttcagct ggctgcggca tgtgcttatt 
ctggtcatct ttgcccccaa catcctgggc 
ccattcctca tcttcatctt ccctgccatc 
gagcctgcaa gatccacccc caaaatcctg 
ctgatgacca tgagcttgag cttcatcatc 
ggaggaaacc actagggtga ccctcatcct 
cagactcttc agcccctgct cccatccagt 
aacactgtgg cattcagcca ggccccatgt 
caggaccaag gcccttgggc cactaccctg 
aactgggagc agggtagggc tgtcgccttt 
tttgcacaga tg 



gagctgctgc acacctacag caaggtggac 1320 
gtggccgtgc tgacagcagt cacgctcaca 1380 
gccatccagc agatgctgtt tccaaaccag 1440 
gccgttggcc tgctcacttg tatcaacctg 1500 
atctttgggg tcatcggtgc cacatctgcc 1560 
ttctacttcc gaatcatgcc cacggagaag 1620 
gccctgtgtt ttgctatgct tggcttcttg 1680 
attgactggg cctcagggac cagccggcat 1740 
gttctgtcta ctcaccctag cagccctgcc 1800 
ggccagtcgg gggaggagaa agacgcgatt 1860 
cctctctgtg gaaggttttt gttcaagagc 1920 
ctaggctctg gagctgtaga ggcttcctga 1980 
agatcccgcc caagccccct cattccctcc 2040 
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<220> 

<221> misc_f eatiire 

<223> Incyte ID No: 7510984CB1 

<400> 118 

cgcgcggagc cagcggagcc agctgagccc 
cctggccttc tgcggcagcg agaaccactc 
caacaacggc tgctttgtgg acgcgctcaa 
caccttcccc atcctcttca ttggatgggg 
cagcacatgg cttcatttcc ctgggcacaa 
cttcgtcctg gtgtgtgaga ttgcagaggg 
ccatctgcac ctgtacatgc cagccgggat 
ctactatcac aacatcgaga cttccaactt 
ttggaccctg gccttcatca ccaagaccat 
cggcttctcg cagctacgct tctgcctcac 
gctcctcgtg gaggtcaatg tcatcagggt 
ggaggtgaag cctcccgagg acctgcaaga 
gaatctgctg tccaaaggca cctactggtg 
gaagcccatc gacttgcgag ccatcgggaa 
ctaccaacgg ctctgcgagg cctttgacgc 
aggtgcccgg gccatctggc aggcactcag 
cagcactttc cgcatcttgg ccgacctgct 
gatcgtggac caccttggga aggagaacga 
ggtttacttt gtctcatccc aagagttcct 
gttccttgcc ctcctactgc aaaggacatt 
aactggaatt aacttgagag gagcaataca 
gtccacctcc aacctgtcca tgggagaaat 
catcgacacc aatcagctca tgtggttttt 
agtacagatc attgtgggtg tgattctcct 
tggagcagct gtcatcattc tactggctcc 
tcaggcccag cggagcacac tggagtattc 
gctccgcggc atcaagctgc tgaagctgta 
ggagacgacc cgcaggaagg agatgaccag 
ctccattttc atgaacacgg ccatccccat 
cgtcagcttc ttcaaagagg ccgacttctc 
cttccatatc ttggtcacac cgctgttcct 



gagcccagcc cgcgcccgcg ccgccatgcc 60 
ggccgcctac cgggtggacc agggggtcct 120 > 
cgtggtgccg cacgtcttcc tactcttcat 180 
aagtcagagc tccaaggtgc acatccacca 240 
cctgcggtgg atcctgacct tcatgctgct 300 
catcctgtct gatggggtga ccgaatccca 360 
ggcgttcatg gctgctgtcg cctccgtggt 420 
ccccaagctg ctaattgccc tgctggtgta 480 
caagtttgtc aagttcttgg accacgccat 540 
agggctgctg gtgatcctct atgggatgct 600 
gaggagatac atcttcttca agacaccgag 660 
cctgggggta cgcttcctgc agcccttcgt 720 
gatgaacgcc ttcatcaaga ctgcccacaa 780 
gctgcccatc gccatgaggg ccctcaccaa 840 
ccaggtgcgg aaggacattc agggcactca 900 
ccatgccttc gggaggcgcc tggtcctcag 960 
gggcttcgcc gggccactgt gcatctttgg 1020 
cgtcttccag cccaagacac aatttctcgg 1080 
tgccaatgcc tacgtcttag ctgtgcttct 1140 
tctgcaagca tcctactatg tggccattga 1200 
gaccaagatt tacaataaaa ttatgcacct 1260 
gactgctgga cagatctgta atctggttgc 1320 
cttcttgtgc ccaaacctct gggctatgcc 1380 
ctactacata ctcggagtca gtgccttaat 1440 
tgtccagtac ttcgtggcca ccaagctgtc 1500 
caatgagcgg ctgaagcaga ccaacgagat 1560 
cgcctgggag aacatcttcc gcacgcgggt 1620 
cctcagggcc tttgccatct atacctccat 1680 
tgcagctgtc ctcataactt tcgtgggcca 1740 
gccctccgtg gcctttgcct ccctctccct 1800 
gctgtccagt gtggtccgat ctaccgtcaa 1860 
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agctctagtg agcgtgcaaa agctaagcga gttcctgtcc agtgcagaga tccgtgagga 1920 
gcagtgtgcc ccccatgagc ccacacctca gggcccagcc agcaagtacc aggcggtgcc 1980 
cctcagggtt gtgaaccgca agcgtccagc ccgggaggat tgtcggggcc fccaccggccc 2040 
actgcagagc ctggtcccca gtgcagatgg cgatgctgac aactgctgtg tccagatcat 2100 
gggaggctac ttcacgtgga ccccagatgg aatccccaca ctgtccaaca tcaccattcg 2160 
tatcccccga ggccagctga ctatgatcgt ggggcaggtg ggctgcggca agtcctcgct 2220 
ccttctagcc gcactggggg agatgcagaa ggtctcaggg gctgtcttct ggagcagcag 2280 
ccttcctgac agcgagatag gagaggaccc cagcccagag cgggagacag cgaccgactt 2340 
ggatatcagg aagagaggcc ccgtggccta tgcttcgcag aaaccatggc tgctaaatgc 2400 
cactgtggag gagaacatca tctttgagag tcccttcaac aaacaacggt acaagatggt 2460 
cattgaagcc tgctctctgc agccagacat cgacatcctg ccccatggag accagaccca 2520 
gattggggaa cggggcatca acctgtctgg tggtcaacgc cagcgaatca gtgtggcccg 2580 
agccctctac cagcacgcca acgttgtctt cttggatgac cccttctcag ctctggatat 2640 
ccatctgagt gaccacttaa tgcaggccgg catccttgag ctgctccggg acgacaagag 2700 
gacagtggtc ttagtgaccc acaagctaca gtacctgccc catgcagact ggatcattgc 2760 
catgaaggat ggcaccatcc agagggaggg taccctcaag gacttccaga ggtctgaatg 2820 
ccagctcttt gagcactgga agaccctcat gaaccgacag gaccaagagc tggagaagga 2880 
gactgtcaca gagagaaaag ccacagagcc accccagggc ctatctcgtg ccatgtcctc 2940 
gagggatggc cttctgcagg atgaggaaga ggaggaagag gaggcagctg agagcgagga 3000 
ggatgacaac ctgtcgtcca tgctgcacca gcgtgctgag atcccatggc gagcctgcgc 3 060 
caagtacctg tcctccgccg gcatcctgct cctgtcgttg ctggtcttct cacagctgct 3120 
caagcacatg gtcctggtgg ccatcgacta ctggctggcc aagtggaccg acagcgccct 3180 
gaccctgacc cctgcagcca ggaactgctc cctcagccag gagtgcaccc tcgaccagac 3240 
tgtctatgcc atggtgttca cggtgctctg cagcctgggc attgtgctgt gcctcgtcac 3300 
gtctgtcact gtggagtgga cagggctgaa ggtggccaag agactgcacc gcagcctgct 3360 
aaaccggatc atcctagccc ccatgaggtt ttttgagacc acgccccttg ggagcatcct 3420^ 
gaacagattt tcatctgact gtaacaccat cgaccagcac atcccatcca cgctggagtg 3480* 
cctgagccgc tccaccctgc tctgtgtctc agccctggcc gtcatctcct atgtcacacc 3540 
tgtgttcctc gtggccctct tgcccctggc catcgtgtgc tact teat cc agaagtactt 3600 
ccgggtggcg tccagggacc tgcagcagct ggatgacacc acccagcttc cacttctctc 3660 
acactttgcc gaaaccgtag aaggactcac caccatccgg gccttcaggt atgaggcccg 3720 
gttccagcag aagcttctcg aatacacaga ctccaacaac attgcttccc tcttcctcac 3780 
agctgccaac agatggctgg aagtccgaat ggagtacatc ggtgcatgtg tggtgctcat 3840, 
cgcagcggtg acctccatct ccaactccct gcacagggag ctctctgctg gcctggtggg 3900 
cctgggcctt acctacgccc taatggtctc caactacctc aactggatgg tgaggaacct 3960 
ggcagacatg gagctccagc tgggggctgt gaagcgcatc catgggctcc tgaaaaccga 4020 
ggcagagagc tacgaggggc tcctgggtga gaggctcagg gagaggggtg gggaagagtc 4080 
caaggaggag tgtgtctggg ttgggggcca caagggagcc tggggatggg gtggcacttt 4140 
cggatactag ctgtggccca tgcctggtgg ctgagcccag cccggccccc agcaccatcg 4200 
ctgatcccaa agaactggcc agaccaaggg aagatccaga tccagaacct gagcgtgcgc 4260 
tacgacagct ccctgaagcc ggtgctgaag cacgtcatgc cctcatcgcc ctggacagaa 4320 
gatcgggatc tgcggccgca ccggcagtgg gaagtcctcc ttctctcttg ccttcttccg 4380 
catggtggac acgttcgaag ggcacatcat cattgatggc attgacatcg ccaaactgcc 4440 
gctgcacacc ctgcgctcac gcctctccat catcctgcag gaccccgtcc tcttcagcgg 4500 
caeca tccga tttaacctgg accctgagag gaagtgctca gatagcacac tgtgggaggc 4560 
cctggaaatc gcccagctga agctggtggt gaaggcactg ccaggaggcc tcgatgccat 4620 
catcacagaa ggcggggaga atttcagcca gggacagagg cagctgttct gcctggcccg 4680 
ggccttcgtg aggaagacca gcatcttcat catggacgag gccacggctt ccattgacat 4740 
ggccacggaa aacatcctcc aaaaggtggt gatgacagcc ttcgcagacc gcactgtggt 4800 
caccatcgcg catcgagtgc acaccatcct gagtgcagac ctggtgatcg tcctgaagcg 4860 
gggtgccatc cttgagttcg ataagccaga gaagctgctc agccggaagg acagcgtctt 4920 
cgcctccttc gtccgtgcag acaagtgacc tgccagagcc caagtgccat cccacattcg 4980 
gaccctgccc atacccctgc ctgggttttc taactgtaaa tcacttgtaa ataaatagat 5040 
ttgattattt cctaaa 5056 



115/115 



